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PF-0681 PCT 

Sequence Listing 



<110> INCYTE PHARMACEUTICALS, INC. 
YUE , Henry 
LAL, Preeti 
TANG, Y. Tom 
HILLMAN, Jennifer L. 
REDDY , Roopa 
BANDMAN, 01 ga 
BAUGHN , Mariah R. 
Lu ( Dyung Aina L. 
AZIMZAI, Yalda 
YANG , Junming 

<120> HUMAN TRANSMEMBRANE PROTEINS 

<130> PF-0681 PCT 

<140> To Be Assigned 
<141> Herewith 

<150> 60/125,537; 60 139,565 
<151> 1999-03-22; 1999-06-16 

<160> 58 

<170> PERL Program 

<210> 1 
<211> 417 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1316927CD1 



<400> 1 




























Met 


Trp 


Lys 


Gly 


Leu 


Val 


Lys 


Arg 


Asn 


Ala 


Ser 


Val 


Glu 


Thr 


Val 


1 








5 










10 










15 


Asp 


Asn 


Lys 


Thr 


Ser 
20 


Glu 


Asp 


Val 


Thr 


Met 
25 


Ala 


Ala 


Ala 


Ser 


Pro 
30 


Val 


Thr 


Leu 


Thr 


Lys 
35 


Gly 


Thr 


Ser 


Ala 


Ala 
40 


His 


Leu 


Asn 


Ser 


Met 
45 


Glu 


Val 


Thr 


Thr 


Glu 
50 


Asp 


Thr 


Ser 


Arg 


Thr 
55 


Asp 


Val 


Ser 


Glu 


Pro 
60 


Ala 


Thr 


Ser 


Gly 


Gly 
65 


Ala 


Ala 


Asp 


Gly 


Val 
70 


Thr 


Ser 


He 


Ala 


Pro 
75 


Thr 


Ala 


Val 


Ala 


Ser 
80 


Ser 


Thr 


Thr 


Ala 


Ala 
85 


Ser 


He 


Thr 


Thr 


Ala 
90 


Ala 


Ser 


Ser 


Met 


Thr 
95 


Val 


Ala 


Ser 


Ser 


Ala 
100 


Pro 


Thr 


Thr 


Ala 


Ala 
105 


Ser 


Ser 


Thr 


Thr 


Val 
110 


Ala 


Ser 


He 


Ala 


Pro 
115 


Thr 


Thr 


Ala 


Ala 


Ser 
120 


Ser 


Met 


Thr 


Ala 


Ala 
125 


Ser 


Ser 


Thr 


Pro 


Met 
130 


Thr 


Leu 


Ala 


Leu 


Pro 
135 


Ala 


Pro 


Thr 


Ser 


Thr 
140 


Ser 


Thr 


Gly 


Arg 


Thr 
145 


Pro 


Ser 


Thr 


Thr 


Ala 
150 


Thr 


Gly 


His 


Pro 


Ser 
155 


Leu 


Ser 


Thr 


Ala 


Leu 
160 


Ala 


Gin 


Val 


Pro 


Lys 
165 
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Ser Ser Ala Leu Pro Arg Thr Ala Thr Leu Ala Thr Leu Ala Thr 

170 175 180 

Arg Ala Gin Thr Val Ala Thr Thr Ala Asn Thr Ser Ser Pro Met 

185 190 195 

Ser Thr Arg Pro Ser Pro Ser Lys His Met Pro Ser Asp Thr Ala 

200 205 210 

Ala Ser Pro Val Pro Pro Met Arg Pro Gin Ala Gin Gly Pro lie 

215 220 225 

Ser Gin Val Ser Val Asp Gin Pro Val Val Asn Thr Thr Asn Lys 

230 235 240 

Ser Thr Pro Met Pro Ser Asn Thr Thr Pro Glu Pro Ala Pro Thr 

245 250 255 

Pro Thr Val Val Thr Thr Thr Lys Ala Gin Ala Arg Glu Pro Thr 

260 265 270 

Ala Ser Pro Val Pro Val Pro His Thr Ser Pro lie Pro Glu Met 

275 280 285 

Glu Ala Met Ser Pro Thr Thr Gin Pro Ser Pro Met Pro Tyr Thr 

290 295 300 

Gin Arg Ala Ala Gly Pro Gly Thr Ser Gin Ala Pro Glu Gin Val 

305 310 315 

Glu Thr Glu Ala Thr Pro Gly Thr Asp Ser Thr Gly Pro Thr Pro 

320 325 330 

Arg Ser Ser Gly Gly Thr Lys Met Pro Ala Thr Asp Ser Cys Gin 

335 340 345 

Pro Ser Thr Gin Gly Gin Tyr Met Val Val Thr Thr Glu Pro Leu 

350 355 360 

Thr Gin Ala Val Val Asp Lys Thr Leu Leu Leu Val Val Leu Leu 

365 370 375 

Leu Gly Val Thr Leu Phe lie Thr Val Leu Val Leu Phe Ala Leu 

380 385 390 

Gin Ala Tyr Glu Ser Tyr Lys Lys Lys Asp Tyr Thr Gin Val Asp 

395 400 405 

Tyr Leu lie Asn Gly Met Tyr Ala Asp Ser Glu Met 

410 415 

<210> 2 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1354891CD1 



<400> 2 




























Met 


Pro 


Lys 


Asn 


Phe 


Trp 


Ala 


Gly Val 


Gly 


He 


Val 


Cys 


Arg 


Phe 


1 








5 










10 










15 


Arg 


Glu 


Gin 


Asp 


Ser 


Phe 


Pro 


Pro 


Ala 


Ser 


Ala 


Ser 


Cys 


Pro 


Ala 










20 










25 










30 


Leu 


Leu 


Ala 


Leu 


Ser 


Pro 


Thr 


Leu 


Pro 


Ser 


Pro 


Val 


Phe 


Leu 


Phe 










35 










40 










45 


Gin 


Val 


Pro 


Ala 


He 


Glu 


Glu 


Asn 


Leu 


Leu 


Asp 


Asp 


Lys 


His 


Leu 










50 










55 










60 


Leu 


Lys 


Pro 


Trp 


Asp 


Ala 


Lys 


Lys 


Leu 


Ser 


Ser 


Ser 


Ser 


Ser 


Arg 










65 










70 










75 


Pro 


Arg 


Ser 


Cys 


Glu 


Val 


Pro 


Gly 


He 


Asn 


He 


Phe 


Pro 


Ser 


Pro 










80 










85 










90 


Asp 


Gin 


Pro 


Ala 


Asn 


Val 


Pro 


Val 


Leu 


Pro 


Pro 


Ala 


Met 


Asn 


Thr 










95 










100 










105 


Gly 


Gly 


Ser 


Leu 


Pro 


Asp 


Leu 


Thr 


Asn 


Leu 


His 


Phe 


Pro 


Pro 


Pro 










110 










115 










120 


Leu 


Pro 


Thr 


Pro 


Leu 


Asp 


Pro 


Glu 


Glu 


Thr 


Ala 


Tyr 


Pro 


Ser 


Leu 
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125 










130 










135 


Ser 


Gly 


Gly 


Asn 


Ser 


Thr 


Ser 


Asn 


Leu 


Thr 


His 


Thr 


Met 


Thr 


His 










140 










145 










150 


Leu 


Gly 


He 


Ser 


Arg 


Gly 


Met 


Gly 


Leu 


Gly 


Pro 


Glv 


Tvr 


Asp 


Ala 










155 










160 










165 


Pro 


Gly 


Leu 


His 


Ser 


Pro 


Leu 


Ser 


His 


Pro 


Ser 


Leu 


Gin 


Ser 


Ser 










170 










175 










180 


Leu 


Ser 


Asn 


Pro 


Asn 


Leu 


Gin 


Ala 


Ser 


Leu 


Ser 


Ser 


Pro 


Gin 


Pro 










185 










190 










195 


Gin 


Leu 


Gin 


Gly 


Ser 


His 


Ser 


His 


Pro 


Ser 


Leu 


Pro 


Ala 


Ser 


Ser 










200 










205 










210 


Leu 


Ala 


Arg 


His 


Val 


Leu 


Pro 


Thr 


Thr 


Ser 


Leu 


Gly 


His 


Pro 


Ser 










215 










220 










225 


Leu 


Ser 


Ala 


Pro 


Ala 


Leu 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Thr 










230 










235 










240 


Ser 


Ser 


Pro 


Val 


Leu 


Glv 


Ala 


Pro 


Ser 


Tvr 


Pro 


Ala 


Ser 


Thr 


Pro 










245 










250 










255 


Gly 


Ala 


Ser 


Pro 


His 


His 


Arg 


Arg 


Val 


Pro 


Leu 


Ser 


Pro 


Leu 


Ser 










260 










265 










97 0 


Leu 


Leu 


Ala 


Glv 


Pro 


Ala 


Asp 


Ala 


Arg 


Arg 


Ser 


Gin 


Gin 


Gin 


Leu 










275 










2 80 










285 


Pro 


Lys 


Gin 


Phe 


Ser 


Pro 


Thr 


Met 


Ser 


Pro 


Thr 


Leu 


Ser 


Ser 


He 










290 










295 










300 


Thr 


Gin 


Gly 


Val 


Pro 


Tro 


He 


Pro 


Val 


Asn 


Cys 


Pro 


Leu 


Thr 


Ser 










305 










310 










315 


Gly 






























<210> 3 




























<211> 273 


























<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> misc_feature 






















<223> Incyte ID 


No: 


1415487CD1 
















<400> 3 




























Met 


He 


Leu 


Ser 


Ser 


Tyr 


Phe 


lie 


Asn 


Phe 


He 


Tvr 


Leu 


Ala 


Lys 


1 








5 










10 










15 


Ser 


Thr 


Lys 


Lys 


Thr 


Met 


Leu 


Thr 


Leu 


Thr 


Leu 


Val 


Cys 


Ala 


He 










20 










25 










30 


Thr 


Phe 


Leu 


Leu 


Val 


Cys 


Ser 


Gly 


Thr 


Phe 


Phe 


Pro 


Tvr 


Ser 


Ser 










35 










40 










45 


Asn 


Pro 


Ala 


Asn 


Pro 


Lys 


Pro 


Lys 


Arg 


Val 


Phe 


Leu 


Gin 


His 


Met 










50 










55 










60 


Thr 


Arg 


Thr 


Phe 


His 


Asp 


Leu 


Glu 


Gly Asn 


Ala 


Val 


Lys 


Arg 


Asp 










65 










70 










75 


Ser 


Gly 


He 


Trp 


He 


Asn 


Gly 


Phe 


Asp 


Tyr 


Thr 


Gly 


He 


Ser 


His 










80 










85 










90 


He 


Thr 


Pro 


His 


He 


Pro 


Glu 


He 


Asn 


Asp 


Ser 


He 


Arg 


Ala 


His 










95 










100 










105 


Cys 


Glu 


Glu 


Asn 


Ala 


Pro 


Leu 


Cys 


Gly 


Phe 


Pro 


Trp 


Tyr 


Leu 


Pro 










110 










115 










120 


Val 


His 


Phe 


Leu 


He 


Arg 


Lys 


Asn 


Trp 


Tyr 


Leu 


Pro 


Ala 


Pro 


Glu 










125 










130 










135 


Val 


Ser 


Pro 


Arg 


Asn 


Pro 


Pro 


His 


Phe 


Arg 


Leu 


He 


Ser 


Lys 


Glu 










140 










145 








150 


Gin 


Thr 


Pro 


Trp 


Asp 


Ser 


He 


Lys 


Leu 


Thr 


Phe 


Glu 


Ala 


Thr 


Gly 










155 










160 










165 


Pro 


Ser 


His 


Met 


Ser 


Phe 


Tyr 


Val 


Arg 


Ala 


His 


Lys 


Gly 


Ser 


Thr 










170 










175 










180 
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Leu 


Ser 


Gin 


Trp 


Ser 


Leu 


Gly 


Asn 


Gly 


Thr 


Pro 


Val 


Thr 


Ser 


Lys 










185 










190 










195 


Gly 


Gly 


Asp 


Tyr 


Phe 


Val 


Phe 


Tyr 


Ser 


His 


Gly 


Leu 


Gin 


Ala 


Ser 










200 










205 










210 


Ala 


Trp 


Gin 


Phe 


Trp 


He 


Glu 


Val 


Gin 


Val 


Ser 


Glu 


Glu 


His 


Pro 










215 










220 










225 


Glu 


Gly 


Met 


Val 


Thr 


Val 


Ala 


He 


Ala 


Ala 


His 


Tyr 


Leu 


Ser 


Gly 










230 










235 










240 


Glu 


Asp 


Lys 


Arg 


Ser 


Pro 


Gin 


Leu 


Asp 


Ala 


Leu 


Lys 


Glu 


Lys 


Phe 










245 










250 










255 


Pro 


Asp 


Trp 


Thr 


Phe 


Pro 


Ser 


Ala 


Trp 


Val 


Cys 


Thr 


Tyr 


Asp 


Leu 










260 










265 










270 


Phe 


Val 


Phe 


























<210> 4 




























<211> 222 


























<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> misc_: 


Eeature 






















<223> Incyte ID 


NO : 


1693184CD1 
















<400> 4 




























Met 


Cys 


Leu 


Arg 


Leu 


Gly 


Gly 


Leu 


Ser 


Val 


Gly 


Asp 


Phe 


Arg 


Lys 


1 








5 










10 










15 


Val 


Leu 


Met 


Lys 


Thr 


Gly 


Leu 


Val 


Leu 


Val 


Val 


Leu 


Gly 


His 


Val 










20 










25 










30 


Ser 


Phe 


He 


Thr 


Ala 


Ala 


Leu 


Phe 


His 


Gly 


Thr 


Val 


Leu 


Arg 


Tyr 










35 










40 










45 


Val 


Gly 


Thr 


Pro 


Gin 


Asp 


Ala 


Val 


Ala 


Leu 


Gin 


Tyr 


Cys 


Val 


Val 










50 










55 










60 


Asn 


He 


Leu 


Ser 


Val 


Thr 


Ser 


Ala 


He 


Val 


Val 


He 


Thr 


Ser 


Gly 










65 










70 










75 


lie 


Ala 


Ala 


He 


Val 


Leu 


Ser 


Arg 


Tyr 


Leu 


Pro 


Ser 


Thr 


Pro 


Leu 










80 










85 










90 


Arg 


Trp 


Thr 


Val 


Phe 


Ser 


Ser 


Ser 


Val 


Ala 


Cys 


Ala 


Leu 


Leu 


Ser 










95 










100 










105 


Leu 


Thr 


Cys 


Ala 


Leu 


Gly 


Leu 


Leu 


Ala 


Ser 


He 


Ala 


Met 


Thr 


Phe 










110 










115 










120 


Ala 


Thr 


Gin 


Gly 


Lys 


Ala 


Leu 


Leu 


Ala 


Ala 


Cys 


Thr 


Phe 


Gly 


Ser 










125 










130 










135 


Ser 


Glu 


Leu 


Leu 


Ala 


Leu 


Ala 


Pro 


Asp 


Cys 


Pro 


Phe 


Asp 


Pro 


Thr 










140 










145 










150 


Arg 


He 


Tyr 


Ser 


Ser 


Ser 


Leu 


Cys 


Leu 


Trp 


Gly 


He 


Ala 


Leu 


Val 










155 










160 










165 


Leu 


Cys 


Val 


Ala 


Glu 


Asn 


Val 


Phe 


Ala 


Val 


Arg 


Cys 


Ala 


Gin 


Leu 










170 










175 










180 


Thr 


His 


Gin 


Leu 


Leu 


Glu 


Leu 


Arg 


Pro 


Trp 


Trp 


Gly 


Lys 


Ser 


Ser 










185 










190 










195 


His 


His 


Met 


Met 


Arg 


Glu 


Asn 


Pro 


Glu 


Leu 


Val 


Glu 


Gly 


Arg 


Asp 










200 










205 










210 


Leu 


Leu 


Ser 


Cys 


Thr 


Ser 


Ser 


Glu 


Pro 


Leu 


Thr 


Leu 









215 220 

<210> 5 

<211> 329 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
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^QB9 ,DS2iQ2 



WO 00/56891 



PCT/USOO/07817 



PF- 


0681 


PCT 


























<223> Incyte ID 


No: 


1695049CD1 
















<400> 5 




























Met 


Pro 


Gly 


Lys 


His 


bin 


hi s 


rflc 


Gin 


Glu 


Pro 


Glu 


Val 


Gly 


Cys 


1 








5 










10 










15 


Cys 


Gly 


Lys 


Tyr 


Phe 


Leu 


Fne 


biy 


Phe 


Asn 


He 


Val 


Phe 


Trp 


Val 










20 










25 










30 


Leu 


Gly Ala 


Leu 


Phe 


Leu 


Ala 


lie 


Gly 


Leu 


Trp 


Ala 


Trp 


Gly Glu 










3 5 










40 










45 


Lys 


Gly 


Val 


Leu 


Ser 


Asn 


lie 


Ser 


Ala 


Leu 


Thr 


Asp 


Leu 


Gly 


Gly 










50 










55 










60 


Leu 


Asp 


Pro 


Val 


Trp 


Leu 


Phe 


vai 


Val 


Val 


Gly 


Gly 


Val 


Met 


Ser 










65 










70 










75 


Val 


Leu 


Gly 


r*ne 


Ala 


biy 


Cys 


lie 


Gly 


Ala 


Leu 


Arg 


Glu 


Asn 


Thr 










80 










85 










90 


Phe 


Leu 


Leu 


Lys 


Phe 


Phe 


Ser 


val 


Phe 


Leu 


Gly 


Leu 


He 


Phe 


Phe 










95 










100 










105 


Leu 


Glu 


Leu 


Aia 


Thr 


biy 


lie 


Leu 


Ala 


Phe 


Val 


Phe 


Lys 


Asp 


Trp 










110 










115 










120 


He 


Arg 


Asp 


bin 


Leu 


Asn 


Leu 


Phe 


He 


Asn 


Asn 


Asn 


Val 


Lys 


Ala 










125 










130 










135 


Tyr 


Arg 


Asp 


Asp 


He 


Asp 


Leu 


bin 


Asn 


Leu 


He 


Asp 


Phe 


Ala 


Gin 










140 










145 










150 


Glu 


Tyr 


Trp 


ber 


Cys 


Cys 


biy 


Ala 


Arg 


Gly 


Pro 


Asn 


Asp 


Trp 


Asn 










155 










160 










165 


Leu 


Asn 


He 


Tyr 


Phe 


Asn 


Cys 


Thr 


Asp 


Leu 


Asn 


Pro 


Ser 


Arg 


Glu 










170 










175 










180 


Arg 


Cys 


Gly 


vax 


Pro 


Fne 


Ser 


Cys 


Cys 


Val 


Arg 


Asp 


Pro 


Ala 


Glu 










185 










190 










195 


Asp 


Val 


Leu 


Asn 


Thr 


Ply, 

bin 


Cys 


biy 


Tyr 


Asp 


Val 


Arg 


Leu 


Lys 


Leu 










200 










205 










210 


Glu 


Leu 


Glu 


bin 


Gin 


biy 


Phe 


Tl Q 

lie 


His 


Thr 


Lys 


Gly 


Cys 


Val 


Gly 










215 










220 










225 


Gin 


Phe 


Glu 


Lys 


Trp 


Leu 


Gin 


Asp 


Asn 


Leu 


He 


Val 


Val 


Ala 


Gly 










230 










235 










240 


Val 


Phe 


Met 


Gly 


He 


Ala 


Leu 


Leu 


Gin 


He 


Phe 


Gly 


He 


Cys 


Leu 










245 










250 










255 


Ala 


Gin 


Asn 


Leu 


Val 


Ser 


Asp 


He 


Lys 


Ala 


Val 


Lys 


Ala 


Asn 


Trp 










260 










265 










270 


Ser 


Lys 


Trp 


Asn 


Asp 


Asp 


Phe 


Glu 


Asn 


His 


Trp 


Leu 


Thr 


Pro 


Thr 










275 










280 










285 


He 


Ser 


Glu 


Val 


Leu 


Ser 


Thr 


Ala 


Gly 


Pro 


Gin 


Gin 


Asn 


Ser 


Leu 










290 










295 










300 


Thr 


Gly 


Ala 


Pro 


Gly 


Pro 


Ala 


Pro 


Pro 


Ser 


Arg 


His 


Val 


Phe 


Phe 










305 










310 










315 


Gly 


Leu 


Gly 


Gly 


Leu 


Tyr 


Pro 


Glu 


Pro 


Thr 


Phe 


Lys 


Asn 


Trp 





<210> 6 

<211> 351 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1802448CD1 

<400> 6 

Met Ala Leu Thr Gly Ala Ser Asp Pro Ser Ala Glu Ala Glu Ala 

15 10 15 

Asn Gly Glu Lys Pro Phe Leu Leu Arg Ala Leu Gin He Ala Leu 



320 



325 



20 



25 



30 
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Val 


Val 


Ser 


Leu 


Tyr 


Trp 


Val 


Thr 


Ser 


He 


Ser 


Met 


Val 


Phe 


Leu 










35 










40 










45 


Asn 


Lys 


Tyr 


Leu 


Leu 


Asp 


Ser 


Pro 


Ser 


Leu 


Arg 


Leu 


Asp 


Thr 


Pro 










50 










55 










60 


lie 


Phe 


Val 


Thr 


Phe 


Tyr 


Gin 


Cys 


Leu 


Val 


Thr 


Thr 


Leu 


Leu 


Cys 










65 










70 










75 


Lys 


Gly 


Leu 


Ser 


Ala 


Leu 


Ala 


Ala 


Cys 


Cys 


Pro 


Gly 


Ala 


Val 


Asp 










80 










85 










90 


Phe 


Pro 


Ser 


Leu 


Arg 


Leu 


Asp 


Leu 


Arg 


Val 


Ala 


Arg 


Ser 


Val 


Leu 










95 










100 










105 


Pro 


Leu 


Ser 


Val 


Val 


Phe 


He 


Gly 


Met 


He 


Thr 


Phe 


Asn 


Asn 


Leu 










110 










115 










120 


Cys 


Leu 


Lys 


Tyr 


Val 


Gly 


Val 


Ala 


Phe 


Tyr 


Asn 


Val 


Gly 


Arg 


Ser 










125 










130 










135 


Leu 


Thr 


Thr 


Val 


Phe 


Asn 


Val 


Leu 


Leu 


Ser 


Tyr 


Leu 


Leu 


Leu 


Lys 










140 










145 










150 


Gin 


Thr 


Thr 


Ser 


Phe 


Tyr 


Ala 


Leu 


Leu 


Thr 


Cys 


Gly 


He 


He 


He 










155 










160 










165 


Gly 


Gly 


Phe 


Trp 


Leu 


Gly 


Val 


Asp 


Gin 


Glu 


Gly 


Ala 


Glu 


Gly 


Thr 










170 










175 










180 


Leu 


Ser 


Trp 


Leu 


Gly 


Thr 


Val 


Phe 


Gly 


Val 


Leu 


Ala 


Ser 


Leu 


Cys 










185 










190 










195 


Val 


Ser 


Leu 


Asn 


Ala 


He 


Tyr 


Thr 


Thr 


Lys 


Val 


Leu 


Pro 


Ala 


Val 










200 










205 










210 


Asp 


Gly 


Ser 


He 


Trp 


Arg 


Leu 


Thr 


Phe 


Tyr 


Asn 


Asn 


Val 


Asn 


Ala 










215 










220 










225 


Cys 


He 


Leu 


Phe 


Leu 


Pro 


Leu 


Leu 


Leu 


Leu 


Leu 


Gly 


Glu 


Leu 


Gin 










230 










235 










240 


Ala 


Leu 


Arg 


Asp 


Phe 


Ala 


Gin 


Leu 


Gly 


Ser 


Ala 


His 


Phe 


Trp 


Gly 










245 










250 










255 


Met 


Met 


Thr 


Leu 


Gly 


Gly 


Leu 


Phe 


Gly 


Phe 


Ala 


He 


Gly 


Tyr 


Val 










260 










265 










270 


Thr 


Gly 


Leu 


Gin 


He 


Lys 


Phe 


Thr 


Ser 


Pro 


Leu 


Thr 


His 


Asn 


Val 










275 










280 










285 


Ser 


Gly 


Thr 


Ala 


Lys 


Ala 


Cys 


Ala 


Gin 


Thr 


Val 


Leu 


Ala 


Val 


Leu 










290 










295 










300 


Tyr 


Tyr 


Glu 


Glu 


Thr 


Lys 


Ser 


Phe 


Leu 


Trp 


Trp 


Thr 


Ser 


Asn 


Met 










305 










310 










315 


Met 


Val 


Leu 


Gly 


Gly 


Ser 


Ser 


Ala 


Tyr 


Thr 


Trp 


Val 


Arg 


Gly 


Trp 










320 










325 










330 


Glu 


Met 


Lys 


Lys 


Thr 


Pro 


Glu 


Glu 


Pro 


Ser 


Pro 


Lys 


Asp 


Ser 


Glu 










335 










340 










345 


Lys 


Ser 


Ala 


Met 


Gly 


Val 





















<210> 7 

<211> 489 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2057214CD1 

<400> 7 

Met Glu Ala Pro Asp Tyr Glu Val Leu Ser Val Arg Glu Gin Leu 

1.5 10 15 

Phe His Glu Arg He Arg Glu Cys He He Ser Thr Leu Leu Phe 

20 25 30 

Ala Thr Leu Tyr He Leu Cys His He Phe Leu Thr Arg Phe Lys 

35 40 45 

Lys Pro Ala Glu Phe Thr Thr Val Asp Asp Glu Asp Ala Thr Val 



350 
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WO 00/56891 



PF- 


0681 


PCT 
























50 










55 


Asn 


Lys 


He 


Ala 


Leu 


Glu 


Leu 


Cys 


Thr 


Phe 










65 










70 


Leu 


Gly 


Ala 


Val 


Leu 


Leu 


Leu 


Pro 


Phe 


Ser 










80 










85 


Val 


Leu 


Leu 


Ser 


Leu 


Pro 


Arg 


Asn 


Tyr 


Tyr 










95 










100 


Gly 


Ser 


Leu 


He 


His 


Gly 


Leu 


Trp 


Asn 


Leu 










110 










115 


Asn 


Leu 


Ser 


Leu 


He 


Phe 


Leu 


Met 


Pro 


Phe 










125 










130 


Glu 


Ser 


Glu 


Gly 


Phe 


Ala 


Gly 


Ser 


Arg 


Lys 










140 










145 


Val 


Tyr 


Glu 


Thr 


Val 


Val 


Met 


Leu 


Met 


Leu 










155 










160 


Leu 


Gly 


Met 


Val 


Trp 


Val 


Ala 


Ser 


Ala 


He 










170 










175 


Ala 


Asn 


Arg 


Glu 


Ser 


Leu 


Tyr 


Asp 


Phe 


Trp 










185 










190 


Tyr 


Leu 


Tyr 


Ser 


Cys 


He 


Ser 


Phe 


Leu 


Gly 










200 










205 


Val 


Cys 


Thr 


Pro 


Leu 


Gly 


Leu 


Ala 


Arg 


Met 










215 










220 


Lys 


Leu 


Leu 


Val 


Lys 


Pro 


Arg 


Leu 


Leu 


Glu 










230 










235 


Leu 


Tyr 


Cys 


Ser 


Ala 


Phe 


Glu 


Glu 


Ala 


Ala 










245 










250 


Cys 


Asn 


Pro 


Thr 


Ser 


Cys 


Trp 


Leu 


Pro 


Leu 










260 










265 


His 


Arg 


Gin 


Val 


Leu 


Ala 


Leu 


Gin 


Thr 


Gin 










275 










280 


Lys 


Arg 


Arg 


Lys 


Ala 


Ser 


Ala 


Trp 


Gin 


Arg 










290 










295 


Leu 


Ala 


Met 


Leu 


Cys 


Leu 


Leu 


Val 


Leu 


Thr 










305 










310 


He 


Val 


Ala 


He 


His 


He 


Leu 


Glu 


Leu 


Leu 










320 










325 


Met 


Pro 


Arg 


Gly 


Met 


Gin 


Gly 


Thr 


Ser 


Leu 










335 










340 


Ser 


Lys 


Leu 


Gly 


Ser 


Phe 


Gly 


Ala 


Val 


He 










350 










355 


Phe 


Tyr 


Leu 


Met 


Val 


Ser 


Ser 


Val 


Val 


Gly 










365 










370 


Leu 


Phe 


Arg 


Ser 


Leu 


Arg 


Pro 


Arg 


Trp 


His 










380 










385 


Gin 


He 


He 


Gly 


Asn 


Cys 


Val 


Cys 


Leu 


Leu 










395 










400 


Leu 


Pro 


Val 


Phe 


Ser 


Arg 


Thr 


Leu 


Gly. Leu 










410 










415 


Leu 


Gly 


Asp 


Phe 


Gly 


Arg 


Phe 


Asn 


Trp 


Leu 










425 










430 


Val 


Phe 


Leu 


Tyr 


Asn 


Ala 


Ala 


Phe 


Ala 


Gly 










440 










445 


Leu 


Val 


Lys 


Thr 


Phe 


Thr 


Ala 


Ala 


Val 


Arg 










455 










460 


Ala 


Phe 


Gly 


Leu 


Asp 


Arg 


Leu 


Pro 


Leu 


Pro 










470 










475 


Gin 


Ala 


Ser 


Arg 


Lys 


Thr 


Gin 


His 


Gin 












485 













<210> 8 
<211> 291 

7/45 
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60 


Thr 


Leu 


Ala 


He 


Ala 
75 


He 


He 


Ser 


Asn 


Glu 
90 


He 


Gin 


Trp 


Leu 


Asn 
105 


Val 


Phe 


Leu 


Phe 


Ser 
120 


Ala 


Tyr 


Phe 


Phe 


Thr 
135 


Gly 


Val 


Leu 


Gly 


Arg 
150 


Leu 


Thr 


Leu 


Leu 


Val 
165 


Val 


Asp 


Lys 


Asn 


Lys 
180 


Glu 


Tyr 


Tyr 


Leu 


Pro 
195 


Val 


Leu 


Leu 


Leu 


Leu 
210 


Phe 


Ser 


Val 


Thr 


Gly 
225 


Asp 


Leu 


Glu 


Glu 


Gin 
240 


Leu 


Thr 


Arg 


Arg 


He 
255 


Asp 


Met 


Glu 


Leu 


Leu 
270 


Arg 


Val 


Leu 


Leu 


Glu 
285 


Asn 


Leu 


Gly 


Tyr 


Pro 
300 


Gly 


Leu 


Ser 


Val 


Leu 
315 


He 


Asp 


Glu 


Ala 


Ala 
330 


Gly 


Gin 


Val 


Ser 


Phe 
345 


Gin 


Val 


Val 


Leu 


He 
360 


Phe 


Tyr 


Ser 


Ser 


Pro 
375 


Asp 


Thr 


Ala 


Met 


Thr 
390 


Val 


Leu 


Ser 


Ser 


Ala 
405 


Thr 


Arg 


Phe 


Asp 


Leu 
420 


Gly 


Asn 


Phe 


Tyr 


He 
435 


Leu 


Thr 


Thr 


Leu 


Cys 
450 


Ala 


Glu 


Leu 


He 


Arg 
465 


Val 


Ser 


Gly 


Phe 


Pro 
480 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2448177CD1 

<400> 8 

Met Val Trp Lys Lys Leu Gly Ser Arg Asn Phe Ser Ser Cys Pro 

15 10 15 

Ser Gly Ser lie Gin Trp lie Trp Asp Val Leu Gly Glu Cys Ala 

20 25 30 

Gin Asp Gly Trp Asp Glu Ala Ser Val Gly Leu Gly Leu lie Ser 

35 40 45 

lie Leu Cys Phe Ala Ala Ser Thr Phe Pro Gin Phe lie Lys Ala 

50 55 60 

Tyr Lys Thr Gly Asn Met Asp Gin Ala Leu Ser Leu Trp Phe Leu 

65 70 75 

Leu Gly Trp lie Gly Gly Asp Ser Cys Asn Leu lie Gly Ser Phe 

80 85 90 

Leu Ala Asp Gin Leu Pro Leu Gin Thr Tyr Thr Ala Val Tyr Tyr 

95 100 105 

Val Leu Ala Asp Leu Val Met Leu Thr Leu Tyr Phe Tyr Tyr Lys 

110 115 120 

Phe Arg Thr Arg Pro Ser Leu Leu Ser Ala Pro lie Asn Ser Val 

125 130 135 

Leu Leu Phe Leu Met Gly Met Ala Cys Ala Thr Pro Leu Leu Ser 

140 145 150 

Ala Ala Gly Pro Val Ala Ala Pro Arg Glu Ala Phe Arg Gly Arg 

155 160 165 

Ala Leu Leu Ser Val Glu Ser Gly Ser Lys Pro Phe Thr Arg Gin 

170 175 180 

Glu Val lie Gly Phe Val He Gly Ser He Ser Ser Val Leu Tyr 

185 190 195 

Leu Leu Ser Arg Leu Pro Gin lie Arg Thr Asn Phe Leu Arg Lys 

200 205 210 

Ser Thr Gin Gly He Ser Tyr Ser Leu Phe Ala Leu Val Met Leu 

215 220 225 

Gly Asn Thr Leu Tyr Gly Leu Ser Val Leu Leu Lys Asn Pro Glu 

230 235 240 

Glu Gly Gin Ser Glu Gly Ser Tyr Leu Leu His His Leu Pro Trp 

245 250 255 

Leu Val Gly Ser Leu Gly Val Leu Leu Leu Asp Thr He He Ser 

260 265 270 

He Gin Phe Leu Val Tyr Arg Arg Ser Thr Ala Ala Ser Glu Leu 

275 280 285 
Glu Pro Leu Leu Pro Ser 



<210> 9 

<211> 172 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2741701CD1 

<400> 9 

Met Ser Ser Ser Gly Gly Ala Pro Gly Ala Ser Ala Ser Ser Ala 

15 10 15 

Pro Pro Ala Gin Glu Glu Gly Met Thr Trp Trp Tyr Arg Trp Leu 



290 
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20 










25 










30 


Cys 


Arg 


Leu 


Ser 


Gly 
35 


Val 


Leu 


Gly 


Ala 


Val 
40 


Ser 


Cys 


Ala 


He 


Ser 
45 


Gly 


Leu 


Phe 


Asn 


Cys 
50 


He 


Thr 


He 


His 


Pro 
55 


Leu 


Asn 


He 


Ala 


Ala 
60 


Gly 


Val 


Trp 


Met 


He 
65 


Met 


Asn 


Ala 


Phe 


He 
70 


Leu 


Leu 


Leu 


Cys 


Glu 

75 


Ala 


Pro 


Phe 


Cys 


Cys 
80 


Gin 


Phe 


He 


Glu 


Phe 
85 


Ala 


Asn 


Thr 


Val 


Ala 
90 


Glu 


Lys 


Val 


Asp 


Arg 
95 


Leu 


Arg 


Ser 


Trp 


Gin 
100 


Lys 


Ala 


Val 


Phe 


Tyr 
105 


Cys 


Gly 


Met 


Ala 


Val 
110 


Val 


Pro 


He 


Val 


He 
115 


Ser 


Leu 


Thr 


Leu 


Thr 
120 


Thr 


Leu 


Leu 


Gly 


Asn 
125 


Ala 


He 


Ala 


Phe 


Ala 
130 


Thr 


Gly 


Val 


Leu 


Tyr 
135 


Gly 


Leu 


Ser 


Ala 


Leu 
140 


Gly 


Lys 


Lys 


Gly 


Asp 
145 


Ala 


He 


Ser 


Tyr 


Ala 
150 


Arg 


He 


Gin 


Gin 


Gin 
155 


Arg 


Gin 


Gin 


Ala 


Asp 
160 


Glu 


Glu 


Lys 


Leu 


Ala 
165 


Glu 


Thr 


Leu 


Glu 


Gly 
170 


Glu 


Leu 



















<210> 10 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3487228CD1 

<400> 10 



Met 


Ala 


Gly 


Glu 


He 


Thr 


Glu 


Thr 


Gly 


Glu 


Leu 


Tyr 


Ser 


Ser 


Tyr 


1 








5 










10 










15 


Val 


Gly 


Leu 


Val 


Tyr 
20 


Met 


Phe 


Asn 


Leu 


He 
25 


Val 


Gly 


Thr 


Gly 


Ala 
30 


Leu 


Thr 


Met 


Pro 


Lys 
35 


Ala 


Phe 


Ala 


Thr 


Ala 
40 


Gly 


Trp 


Leu 


Val 


Ser 
45 


Leu 


Val 


Leu 


Leu 


Val 
50 


Phe 


Leu 


Gly 


Phe 


Met 
55 


Ser 


Phe 


Met 


Thr 


Thr 
60 


Thr 


Phe 


Val 


He 


Glu 
65 


Ala 


Met 


Ala 


Ala 


Ala 
70 


Asn 


Ala 


Gin 


Leu 


His 
75 


Trp 


Lys 


Arg 


Met 


Glu 
80 


Asn 


Leu 


Lys 


Glu 


Glu 
85 


Glu 


Asp 


Asp 


Asp 


Ser 
90 


Ser 


Thr 


Ala 


Ser 


Asp 
95 


Ser 


Asp 


Val 


Leu 


He 
100 


Arg 


Asp 


Asn 


Tyr 


Glu 
105 


Arg 


Ala 


Glu 


Lys 


Arg 
110 


Pro 


He 


Leu 


Ser 


Val 
115 


Arg 


Lys 


Ser 


Trp 


Gly 
120 


Ser 


Arg 


Gly 


Pro 


Ala 
125 


Leu 


Pro 


Ser 


Gly 


Pro 
130 


Gin 


Gly 


Ser 


Leu 


Ser 
135 


Ser 


Trp 


Arg 


Gly 


Pro 
140 


Trp 


Arg 


Gly 


Ser 


Pro 
145 


Gin 


He 


Leu 


Ala 


Phe 
150 


Pro 


Ala 


Pro 


Gly 


Phe 
155 























<210> 11 

<211> 578 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3671426CD1 
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PF-0681 PCT 

<400> 11 
Met Leu Cys 
1 

Gly Tyr Ala 
Asn Tyr Asp 
Tyr Gly lie 
Ala Asp Glu 
Tyr Lys lie 
Ser Gin Ser 
lie Glu Ala 
Met His Tyr 
Glu lie Gin 
Leu Asp Asp 
Asp Phe Glu 
Asp Pro Tyr 
Val Val Leu 
Thr Gin Leu 
Gly Trp Asn 
Gin Ala Glu 
Lys Lys Met 
Ser Trp Thr 
Leu Leu Val 
Ala Val Thr 
Gly Lys Gly 
Pro Ala Leu 
lie Leu Ser 
Arg His lie 
Pro Arg Asp 
Gly Gly Ala 
Pro Thr Glu 
Glu lie Leu 
Asn Lys Ser 




PCT/US00/078I7 



Ser 


Leu 




5 


His 


Asp 




20 


Ala 


Ala 




35 


Ser 


Gly 




50 


lie 


Ser 




65 


Asp 


Glu 




80 


Asn 


Pro 




95 


Gly 


Lys 




110 


Asp 


Ala 




125 


Lys 


Phe 




140 


Ala 


Leu 




155 


Thr 


Trp 




170 


Asn 


Val 




185 


Val 


Ala 




200 


Arg 


Arg 




215 


Trp 


Met 




230 


Val 


Ala 




245 


Asp 


Trp 




260 


Tyr 


Lys 




275 


Asn 


Pro 




290 


Phe 


Thr 




305 


Thr 


Gly 




320 


Leu 


His 




335 


Phe 


Cys 




350 


Gly 


Gly 




365 


Arg 


Arg 




380 


Gly 


Asp 




395 


Gin 


Gly 




410 


Arg 


Glu 




425 


Pro 


Glu 




440 



Leu Leu 
Asp Asp 
Ser Gly 
Glu Lys 
Glu Cys 
Cys Glu 
Val Phe 
Leu Gly 
Glu He 
Leu Asn 
Ser Asp 
Lys Trp 
Leu Met 
Thr Glu 
Val Leu 
Tyr Leu 
Lys Met 
Thr Gly 
Asp Asp 
He Trp 
Thr Phe 
Glu Phe 
Leu Pro 
Tyr Gly 
Pro Glu 
Arg Gin 
Ala Asp 
Pro Tyr 
Arg Asp 
Val Leu 



Cys Glu 
Trp He 
Thr Met 
Asp Val 
Tyr His 
Lys Lys 
Arg Arg 
Leu Pro 
He Leu 
Gly Glu 
He Leu 
Arg Phe 
Val Leu 
Leu Trp 
He He 
Tyr Lys 
Glu Pro 
Ser He 
Pro Cys 
Leu Val 
Val Thr 
He Lys 
Val Leu 
Ala Gly 
Arg Glu 
Glu Glu 
Phe His 
Ala Lys 
Val Asp 
Arg Ala 



Cys 


Leu 


10 




Asp 


Pro 


25 




Arg 


Lys 


40 




Ser 


Pro 


55 




Lys 


Leu 


70 




Lys 


Arg 


85 




Tyr 


Leu 


100 




Asp 


Glu 


115 




Lys 


Arg 


130 




Asp 


Trp 


145 




He 


Asn 


160 




Glu 


Asp 


175 




Leu 


Cys 


190 




Thr 


Tyr 


205 




Ser 


Phe 


220 




Leu 


Ala 


235 




Leu 


Asn 


250 




Trp 


Glu 


265 




Gin 


Lys 


280 




Pro 


Pro 


295 




Glu 


Pro 


310 




Ala 


Leu 


325 




He 


He 


340 




Lys 


Ser 


355 




Pro 


Pro 


370 




He 


Asp 


385 




Tyr 


Arg 


400 




Thr 


Tyr 


415 




Leu 


Arg 


430 




Phe 


Asp 


445 





Leu Leu 
Thr Asp 
Ser Gin 
Asp Leu 
Asp Ser 
Glu Asp 
Asn Lys 
Asn Lys 
Glu Thr 
Lys Pro 
Phe Lys 
Ser Phe 
Leu Leu 
Val Arg 
Leu Phe 
Phe Ala 
Asn Val 
Trp Phe 
Tyr Tyr 
Thr Lys 
Leu Lys 
Met Lys 
Met Ala 
Val His 
Gin Ala 
Tyr Arg 
Gly Gin 
Glu Gly 
Phe Gin 
Val Pro 



Val Ala 
15 

Met Leu 
30 

Ala Lys 
45 

Ser Cys 
60 

Leu Thr 
75 

Tyr Glu 
90 

He Leu 

105 
Gly Asp 

120 
Leu Leu 

135 
Gly Ala 

150 
Phe His 

165 
Gly Val 

180 
Cys He 

195 
Trp Tyr 

210 
Ser Leu 

225 
Gin His 

240 
Cys Ala 

255 
Arg Ser 

270 
Glu Leu 

285 
Ala Leu 

300 
His He 

315 
Glu He 

330 
Leu Ala 

345 
Val Leu 

360 
Leu Trp 

375 
Pro Asp 

390 
Met Gly 

405 
Arg Arg 

420 
Thr Gly 

435 
Asp Ala 

450 
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Glu 


Ala 


Arg 


Glu 


His 
455 


Pro 


Thr 


Val 


Val 


Pro 
460 


Ser 


His 


Lys 


Ser 


Pro 
465 


Val 


Leu 


Asp 


Thr 


Lys 
470 


Pro 


Lys 


Glu 


Thr 


Gly 
475 


Gly 


He 


Leu 


Gly 


Lys 
480 


Ala 


His 


Arg 


Lys 


Lys 
485 


Ala 


Val 


Leu 


Lys 


Ala 
490 


Ala 


Ser 


Arg 


Pro 


Ser 
495 


Leu 


Ser 


Leu 


Ala 


Lys 
500 


Thr 


His 


Gin 


Gly 


He 
505 


Gin 


Lys 


Val 


His 


Pro 
510 


Gin *Arg 


Lys 


Arg 


Pro 


Ser 


Ser 


Ser 


Leu 


Lys 


Pro 


Gin 


Ala 


Ala 


Gin 










515 










520 










525 


Thr 


Lys 


Ala 


Ala 


His 
530 


Thr 


Ala 


Pro 


Gin 


Glu 
535 


Val 


Trp 


Leu 


Asp 


His 
540 


Val 


Asp 


Arg 


He 


Arg 
545 


Ser 


Ala 


Ala 


Pro 


Val 
550 


Ala 


Arg 


Gly 


Thr 


Pro 
555 


Ala 


Gin 


Thr 


Thr 


Ala 
560 


Ser 


Ser 


Leu 


Leu 


Arg 
565 


Ala 


Leu 


Tyr 


Pro 


Phe 
570 


Gly 


Asp 


Glu 


Val 


Tyr 


Phe 


Asp 


Ser 

















575 

<210> 12 

<211> 313 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 4020882CD1 

<400> 12 



Met 


Asp 


Gly 


He 


He 


Glu 


Gin 


Lys 


Ser 


Met 


Leu 


Val 


His 


Ser 


Lys 


1 








5 










10 










15 


He 


Ser 


Asp 


Ala 


Gly 


Lys 


Arg 


Asn 


Gly 


Leu 


He 


Asn 


Thr 


Arg 


Asn 










20 










25 










30 


Leu 


Met 


Ala 


Glu 


Ser 


Arg 


Asp 


Gly 


Leu 


Val 


Ser 


Val 


Tyr 


Pro 


Ala 










35 










40 










45 


Pro 


Gin 


Tyr 


Gin 


Ser 


His 


Arg 


Val 


Gly 


Ala 


Ser 


Thr 


Val 


Pro 


Ala 










50 










55 










60 


Ser 


Leu 


Asp 


Ser 


Ser 


Arg 


Ser 


Glu 


Pro 


Met 


Gin 


Gin 


Leu 


Leu 


Asp 










65 










70 










75 


Pro 


Asn 


Thr 


Leu 


Gin 


Gin 


Ser 


Val 


Glu 


Ser 


Arg 


Tyr 


Arg 


Pro 


Asn 










80 










85 










90 


lie 


He 


Leu 


Tyr 


Ser 


Glu 


Gly 


Val 


Leu 


Arg 


Ser 


Trp 


Gly 


Asp 


Gly 










95 










100 










105 


Val 


Ala 


Ala 


Asp 


Cys 


Cys 


Glu 


Thr 


Thr 


Phe 


He 


Glu 


Asp 


Arg 


Ser 










110 










115 










120 


Pro 


Thr 


Lys 


Asp 


Ser 


Leu 


Glu 


Tyr 


Pro 


Asp 


Gly 


Lys 


Phe 


He 


Asp 










125 










130 










135 


Leu 


Ser 


Ala 


Asp 


Asp 


He 


Lys 


He 


His 


Thr 


Leu 


Ser 


Tyr 


Asp 


Val 










140 










145 










150 


Glu 


Glu 


Glu 


Glu 


Glu 


Phe 


Gin 


Glu 


Leu 


Glu 


Ser 


Asp 


Tyr 


Ser 


Ser 










155 










160 










165 


Asp 


Thr 


Glu 


Ser 


Glu 


Asp 


Asn 


Phe 


Leu 


Met 


Met 


Pro 


Pro 


Arg 


Asp 










170 










175 










180 


His 


Leu 


Gly 


Leu 


Ser 


Val 


Phe 


Ser 


Met 


Leu 


Cys 


Cys 


Phe 


Trp 


Pro 










185 










190 










195 


Leu 


Gly 


He 


Ala 


Ala 


Phe 


Tyr 


Leu 


Ser 


His 


Glu 


Thr 


Asn 


Lys 


Ala 










200 










205 










210 


Val 


Ala 


Lys 


Gly 


Asp 


Leu 


His 


Gin 


Ala 


Ser 


Thr 


Ser 


Ser 


Arg 


Arg 










215 










220 










225 


Ala 


Leu 


Phe 


Leu 


Ala 


Val 


Leu 


Ser 


He 


Thr 


He 


Gly 


Thr 


Gly 


Val 










230 










235 










240 


Tyr 


Val 


Gly 


Val 


Ala 


Trp 


Pro 


Trp 


Pro 


Ser 


Ser 


Pro 


Thr 


Ser 


Pro 
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245 

Arg Thr Thr Thr Cys Glu Leu Pro 
260 

Gly Ala Arg Ser Val Trp Thr Trp 
275 

Met Leu Tyr Ser Thr Asn Asp Cys 
290 

Gly lie Ser Tyr Pro Trp lie Tyr 
305 

<210> 13 
<211> 205 
<212> PRT 

<213> Homo sapiens 





250 










255 


Ala 


Asn 


Gly 


Gly 


Gly 


Ala 


Pro 




265 










270 


Arg 


Lys 


Gin 


Ala 


Tyr 


Arg 


Met 




280 










285 


Gin 


Met 


Met 


Pro 


Arg 


Ser 


Pro 




295 










300 


Phe 


Val 


Phe 


He 


Leu 








310 













<220> 

<221> misc_f eature 

<223> Incyte ID No: 4069777CD1 



<400> 13 



Met 


Met 


Ser 


Arg 


Asp 


1 








5 


Val 


Tyr 


Ser 


Val 


Phe 
20 


Gly 


Gly 


Val 


Leu 


Arg 
35 


Val 


Asn 


Ala 


He 


Thr 
50 


Leu 


Leu 


Thr 


Phe 


Val 
65 


Gly 


Met 


Leu 


Ala 


Cys 
80 


Tyr 


Thr 


Ala 


Arg 


Leu 
95 


Lys 


His 


Ser 


Gly 


Arg 
110 


Thr 


Arg 


Pro 


Gly 


Pro 
125 


Gly 


Ser 


Ser 


Pro 


Gly 
140 


Cys 


His 


Val 


Asp 


Phe 
155 


Ser 


Ala 


Pro 


Thr 


Ser 
170 


Arg 


Gly 


Ala 


Ala 


Leu 
185 


Leu 


Thr 


Val 


Arg 


He 
200 



<210> 14 
<211> 371 
<212> PRT 



<213> Homo sapiens 



Val 


He 


Ala 


Leu 


Val 
10 


His 


Val 


Phe 


Glu 


Ala 
25 


Gly 


Thr 


Gly 


Lys 


Gin 
40 


Tyr 


Tyr 


He 


He 


Gly 
55 


Val 


Arg 


Met 


Arg 


He 
70 


Val 


Phe 


Leu 


Ala 


Thr 
85 


Asp 


Trp 


Lys 


Leu 


Ala 
100 


Gin 


Gin 


Gin 


Gin 


Arg 
115 


Glu 


Lys 


Ala 


Val 


Leu 
130 


He 


Thr 


Leu 


Thr 


Thr 
145 


Phe 


Arg 


Thr 


Pro 


Glu 
160 


Arg 


Leu 


Ser 


Val 


Lys 
175 


Gly 


Ala 


Ala 


Ser 


Ala 
190 


Leu 


Ala 


Thr 


Arg 


His 
205 



Ser 


Gin 


Val 


Leu 


Pro 
15 


He 


Cys 


Cys 


Val 


Tyr 
30 


Ala 


Phe 


Gly 


Ala 


Ala 
45 


Leu 


Pro 


Leu 


Gly 


He 
60 


Met 


Gly 


Leu 


Trp 


Leu 
75 


Ala 


Ala 


Phe 


Val 


Ala 
90 


Ala 


Glu 


Glu 


Ala 


Lys 
105 


Ala 


Glu 


Ser 


Thr 


Ala 
120 


Ser 


Ser 


Val 


Ala 


Thr 
135 


Tyr 


Ser 


Arg 


Ser 


Glu 
150 


Glu 


Ala 
« 


His 


Ala 


Leu 
165 


Gin 


Leu 


Val 


lie 


Arg 
180 


Thr 


Leu 


Met 


Val 


Gly 
195 



<220> 

<221> misc_feature 

<223> Incyte ID No: 5309830CD1 



<400> 14 

Met Ala Trp Thr Lys 
1 5 
Val Thr Gly Ser He 
20 



Tyr Gin Leu Phe Leu 
10 

Asn Thr Leu Ser Ala 
25 



Ala Gly Leu Met Leu 
15 

Lys Trp Ala Asp Asn 
30 
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Phe 


Met 


Ala 


Glu 


Gly 
35 


Cys 


Gly 


Gly 


His 


Pro 


Phe 


Leu 


Gin 
50 


Ala 


Val 


Gly 


Cys 


Leu 


Ala 


Ala 


Phe 
65 


Tyr 


Leu 


Leu 


Ser 


Asp 


Ser 


Ser 


Val 
80 


Asp 


Pro 


Gin 


Phe 


Leu 


Pro 


Pro 


Ala 
95 


Leu 


Cys 


Asp 


Tyr 


Val 


Ala 


Leu 


Asn 
110 


Met 


Thr 


Ser 


Arg 


Gly 


Ala 


Val 


He 
125 


He 


Phe 


Thr 


Leu 


Gly 


Arg 


Arg 


Leu 
140 


Val 


Leu 


Ser 


Thr 


He 


Ala 


Gly 


Leu 
155 


Val 


Val 


Val 


Lys 


His 


Asp 


Ser 


Gin 
170 


His 


Lys 


Leu 


Leu 


Leu 


He 


He 


Met 
185 


Ala 


Gin 


He 


Leu 


Glu 


Glu 


Lys 


Phe 
200 


Val 


Tyr 


Lys 


Ala 


Val 


Gly 


Thr 


Glu 
215 


Gly 


Leu 


Phe 


Leu 


Leu 


Val 


Pro 


Met 
230 


Tyr 


Tyr 


He 


Asn 


Pro 


Arg 


Gly 


Thr 
245 


Leu 


Glu 


Asp 


Val 


Gly 


Gin 


Gin 


Pro 
260 


Leu 


He 


Ala 


Ser 


Ser 


He 


Ala 


Phe 
275 


Phe 


Asn 


Phe 


Glu 


Leu 


Ser 


Ala 


Thr 
290 


Thr 


Arg 


Met 


Val 


Val 


He 


Trp 


Ala 
305 


Leu 


Ser 


Leu 


His 


Ala 


Leu 


Gin 


He 
320 


Leu 


Gly 


Phe 


Ala 


Leu 


Tyr 


Asn 


Gly 
335 


Leu 


His 


Arg 


Arg 


Gly 


Arg 


Pro 


Leu 
350 


Ala 


Glu 


Glu 


Gly 


Gly 


Thr 


Arg 


Thr 
365 


Pro 


He 


Asn 



<210> 15 
<211> 374 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 306263CD1 

<400> 15 

Met Ala Tyr He Glu Gin Arg Arg 

1 5 
Val Lys Pro Val Ala lie Arg Glu 
20 

Arg Arg Tyr Leu His Gin Asn Arg 



Ser 


Lys 


Glu 


His 


Ser 


Phe 


Gin 




40 










45 


Met 


Phe 


Leu 


Gly 


Glu 


Phe 


Ser 




55 










60 


Arg 


Cys 


Arg 


Ala 


Ala 


Gly 


Gin 




70 










75 


Gin 


Pro 


Phe 


Asn 


Pro 


Leu 


Leu 




85 










90 


Met 


Thr 


Gly 


Thr 


Ser 


Leu 


Met 




100 










105 


Ala 


Ser 


Ser 


Phe 


Gin 


Met 


Leu 




115 










120 


Gly 


Leu 


Phe 


Ser 


Val 


Ala 


Phe 




130 










135 


Gin 


Trp 


Leu 


Gly 


He 


Leu 


Ala 




145 










150 


Gly 


Leu 


Ala 


Asp 


Leu 


Leu 


Ser 




160 










165 


Ser 


Glu 


Val 


He 


Thr 


Gly 


Asp 




175 










180 


lie 


Val 


Ala 


He 


Gin 


Met 


Val 




190 










195 


His 


Asn 


Val 


His 


Pro 


Leu 


Arg 




205 










210 


Gly 


Phe 


Val 


He 


Leu 


Ser 


Leu 




220 










225 


Pro 


Ala 


Gly 


Ser 


Phe 


Ser 


Gly 




235 










240 


Ala 


Leu 


Asp 


Ala 


Phe 


Cys 


Gin 




250 










255 


Val 


Ala 


Leu 


Leu 


Gly 


Asn 


lie 




265 










270 


Ala 


Gly 


He 


Ser 


Val 


Thr 


Lys 




280 










285 


Val 


Leu 


Asp 


Ser 


Leu 


Arg 


Thr 




295 










300 


Ala 


Leu 


Gly 


Trp 


Glu 


Ala 


Phe 




310 










315 


Leu 


lie 


Leu 


Leu 


He 


Gly 


Thr 




325 










330 


Pro 


Leu 


Leu 


Gly 


Arg 


Leu 


Ser 




340 










345 


Ser 


Glu 


Gin 


Glu 


Arg 


Leu 


Leu 




355 










360 


Asp 


Ala 


Ser 












370 












He 


Ser 


His 


Glu 


Gly 


Ser 


Pro 




10 










15 


Phe 


Gin 


Lys 


Thr 


Glu 


Asp 


Met 




25 










30 


Val 


Pro 


Ala 


Glu 


Pro 


Ser 


Ser 
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35 










40 


Leu 


Leu 


Ser 


Leu 


Ser 


Ala 


Ser 


His 


Asn 


Gin 










50 










55 


Leu 


Glu 


Leu 


His 


Gin 


Arg 


Arg 


Glu 


Gin 


Leu 










65 










70 


Arg 


Glu 


Ala 


Gin 


Leu 


Ala 


Ala 


Leu 


Gin 


Tyr 










80 










85 


Arg 


Thr 


Lys 


Gin 


He 


Gin 


Arg 


Asp 


Ala 


Val 










95 










100 


Gin 


Lys 


Ala 


Ser 


Gin 


Ser 


Pro 


Gin 


Lys 


Gin 










110 










115 


Gly 


Val 


Asp 


Gly 


Glu 


Cys 


Pro 


Phe 


Pro 


Ser 










125 










130 


Thr 


Asp 


Asp 


Ser 


Ala 


Leu 


Cys 


Met 


Ser 


Asp 










140 










145 


Leu 


Leu 


Ser 


Ser 


Pro 


Ala 


Thr 


Glu 


Thr 


Val 










155 










160 


Tyr 


Ser 


Phe 


Pro 


Ala 


Ala 


He 


Gin 


Arg 


Asn 










170 










175 


Glu 


Ser 


'Phe 


Leu 


Phe 


Arg 


Ala 


Gly 


Val 


Arg 










185 










190 


Gly 


His 


Ala 


Ser 


Pro 


Leu 


Pro 


Pro 


Ser 


Ala 










200 










205 


Ser 


Thr 


Asp 


Ser 


He 


Thr 


Gly 


Gin 


Asn 


Ser 










215 










220 


Glu 


Leu 


Glu 


Leu 


He 


Asp 


Gin 


Leu 


Arg 


Lys 










230 










235 


Leu 


Lys 


Val 


Ser 


Leu 


Pro 


Cys 


Asp 


Leu 


Gly 










245 










250 


Gly 


Val 


Val 


Leu 


Cys 


His 


Leu 


Ala 


Asn 


His 










260 










265 


Val 


Pro 


Ser 


He 


His 


Val 


Pro 


Ser 


Pro 


Ala 










275 










280 


Met 


Ala 


Lys 


Cys 


Arg 


Arg 


Asn 


Val 


Glu 


Asn 










290 










295 


Arg 


Lys 


He 


Gly 


Val 


Pro 


Gin 


Asp 


Asn 


Leu 










305 










310 


He 


Leu 


Gin 


Leu 


Asn 


Leu 


Ser 


Val 


Lys 


Arg 










320 










325 


Leu 


Ser 


Leu 


Gly 


Ala 


His 


Ser 


Glu 


Glu 


Ser 










335 










340 


Ser 


Leu 


Gin 


Leu 


Leu 


Gly 


Phe 


Val 


Ala 


Phe 










350 










355 


Leu 


Thr 


Leu 


Cys 


Val 


Leu 


Tyr 


Tyr 


Trp 


Leu 










365 










370 



<210> 16 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 483751CD1 

<400> 16 

Met Glu Asn Gly Ala Val Tyr Ser Pro Thr 

15 10 

Gly Pro Ala Arg Gly Pro Arg Ser Gly Leu 

20 25 

Met Gly Arg Leu Pro Leu Leu Arg Arg Val 

35 40 




PCT/US00/O7817 











45 


Leu 


Ser 


His 


Thr 


Asp 










60 


Val 


Glu 


Arg 


Thr 


Arg 










75 


Glu 


Glu 


Glu 


Lys 


He 










90 


Leu 


Asp 


Phe 


Val 


Lys 










105 


His 


Pro 


Leu 


Leu 


Asp 










120 


Arg 


Arg 


Ser 


Gin 


His 










135 


Asp 


Arg 


Pro 


Asn 


Ala 










150 


His 


His 


Ser 


Pro 


Ala 










165 


Gin 


Pro 


Gin 


Arg 


Pro 










180 


Ala 


Glu 


Thr 


Asn 


Lys 










195 


Ala 


Pro 


Thr 


Thr 


Asp 










210 


Arg 


Gin 


Arg 


Glu 


Glu 










225 


His 


He 


Glu 


Tyr 


Arg 










240 


Ala 


Ala 


Leu 


Thr 


Asp 










255 


Val 


Arg 


Pro 


Arg 


Ser 










270 


Val 


Pro 


Lys 


Leu 


Thr 










285 


Phe 


Leu 


Glu 


Ala 


Cys 










300 


Cys 


Ser 


Pro 


Ser 


Asp 










315 


Thr 


Val 


Glu 


Thr 


Leu 










330 


Ser 


Phe 


Val 


Cys 


Leu 










345 


Tyr 


Cys 


Thr 


Val 


Met 










360 


Phe 


Pro 


Ala 


Arg 




Thr 


Glu 


Glu 


Asp 


Pro 










15 


Ala 


Ala 


Tyr 


Phe 


Phe 










30 


Leu 


Lys 


Gly 


Leu 


Gin 



45 
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Leu 


Leu 


Leu 


Ser 


Leu 
50 


Leu 


Ala 


Phe 


He 


Gin 


Cys 


Thr 


Leu 


Cys 
65 


Gly 


Gly 


Leu 


Tyr 


Cys 


Ser 


Ala 


Phe 


Leu 
80 


Leu 


Ser 


Leu 


Leu 


Thr 


Pro 


Phe 


Tyr 


Glu 
95 


Arg 


Val 


Asp 


Thr 


Asp 


Phe 


Tyr 


He 


Thr 
110 


Leu 


Gly 


Thr 


Gly 


Ser 


He 


He 


Phe 


Val 
125 


Ser 


Thr 


His 


Asp 


Ala 


Ala 


He 


Val 


Phe 
140 


Gly 


Phe 


He 


Ala 


Asp 


Phe 


He 


Thr 


Met 
155 


Leu 


Tyr 


Glu 


Lys 


Arg 


Lys 


Pro 


Glu 


Asn 
170 


Thr 


Thr 


Arg 


Ala 


Leu 


Asn 


Ala 















<210> 17 

<211> 190 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 727332CD1 

<400> 17 

Met Asp Thr Thr Pro Leu He Thr Glu 

1 5 
Gin Asp Pro Cys Ser Trp Val Asp Lys 
20 

Arg He Val Gly Cys Ser Leu Ala Val 
35 

Gly Ser Thr Phe Val Pro He He Tyr 
50 

Arg Asn Asp Ser He Tyr Ala Gly Ala 
65 

Tyr Val Phe Ala His Phe Ser Gly He 
80 

Tyr Phe Leu Ala Tyr Cys He Ala Met 
95 

Tyr Pro Glu Ala Val Leu Pro Gly Phe 
110 

Ala He Ala Thr Cys Cys Trp Phe He 
125 

Ala Val Val Ser Phe Pro He He Thr 
140 

Ala Ala Met Trp Gly He Phe Met Phe 
155 

Gin Asn Tyr Leu Leu Met He Leu Ala 
170 

Gly Ala Leu Cys Thr Ala Phe Ser Lys 
185 

<210> 18 

<211> 361 

<212> PRT 

<213> Homo sapiens 



PCT/US00/07817 



Cys 


Glu 


Glu 


Val 


Val 


Ser 


55 










60 


Phe 


Phe 


Glu 


Phe 


Val 


Ser 


70 










75 


He 


Leu 


He 


Val 


Tyr 


Cys 


85 










90 


Thr 


Lys 


Val 


Lys 


Ser 


Ser 


100 










105 


Cys 


Val 


Phe 


Leu 


Leu 


Ala 


115 










120 


Arg 


Thr 


Ser 


Ala 


Glu 


He 


130 










135 


Ser 


Phe 


Met 


Phe 


Leu 


Leu 


145 










150 


Arg 


Gin 


Glu 


Ser 


Gin 


Leu 


160 










165 


Glu 


Ala 


Leu 


Thr 


Glu 


Pro 


175 










180 



His 


Val 


He 


Asn 


Thr 


Thr 


10 










15 


Leu 


Ser 


Thr 


Val 


His 


His 


25 










30 


He 


Ser 


Gly 


Val 


Leu 


Tyr 


40 










45 


He 


Lys 


Asp 


His 


Ser 


Lys 


55 










60 


Ser 


Gin 


Tyr 


Asp 


Leu 


Asp 


70 










75 


Phe 


Leu 


Thr 


Ser 


Thr 


Val 


85 










90 


Lys 


Asn 


Ser 


Pro 


Lys 


Leu 


100 










105 


Leu 


Ser 


Gly 


Val 


Leu 


Trp 


115 










120 


Ala 


Asn 


His 


Ser 


Leu 


Ser 


130 










135 


Ala 


Gly 


Pro 


Gly 


Phe 


He 


145 










150 


Lys 


Glu 


He 


Lys 


Gly 


Leu 


160 










165 


Phe 


Cys 


He 


He 


Leu 


Thr 


175 










180 


He 












190 
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<220> 




























<221> misc_ 


feature 






















<223> Incyte ID 


NO: 


778800CD1 
















<400> 18 


























Met Leu 


Ala 


Arg 


Arg 


Leu 


Val 


Trp 


Ala 


Leu 


He 


Ser 


Glu 


Ala 


Thr 


1 






5 










10 










15 


Lys Ala 


Gly 


Til _ 

Ala 


Ala 


Ser 


Met 


lie 


His 


Tyr 


Met 


Val 


Leu 


He 


Ser 








20 










25 










30 


Ala Arg 


Leu 


Val 


Leu 


Leu 


Thr 


Leu 


Cys 


Gly 


Trp 


Val 


Leu 


Cys 


Trp 








35 










40 










45 


Thr Leu 


Val 


Asn 


Leu 


Phe 


Arg 


Ser 


His 


Ser 


Val 


Leu 


Asn 


Leu 


Leu 








50 










55 










60 


Phe Leu 


Gly 


Tyr 


Pro 


Phe 


Gly 


Val 


Tyr 


Val 


Pro 


Leu 


Cys 


Cys 


Phe 








65 










70 










75 


His Gin 


Asp 


Ser 


Arg 


Ala 


His 


Leu 


Leu 


Leu 


Thr 


Asp 


Tyr 


Asn 


Tyr 








80 










85 










90 


Val Val 


Gin 


rll S 


Glu 


Ala 


Val 


Glu 


Glu 


Ser 


Ala 


Ser 


Thr 


Val 


Gly 








95 










100 










105 


Gly Leu 


Ala 


Lys 


Ser 


Lys 


Asp 


Phe 


Leu 


Ser 


Leu 


Leu 


Leu 


Glu 


Ser 








110 










115 










120 


Leu Lys 


Glu 


Gin 


Phe 


Asn 


Asn 


Ala 


Thr 


Pro 


He 


Pro 


Thr 


His 


Ser 








125 










130 










135 


Cys Pro 


Leu 


C" V 


Pro 


Asp 


Leu 


lie 


Arg 


Asn 


Glu 


Val 


Glu 


Cys 


Leu 








140 










145 










150 


Lys Ala 


Asp 


Phe 


Asn 


His 


Arg 


lie 


Lys 


Glu 


Val 


Leu 


Phe 


Asn 


Ser 








155 










160 










165 


Leu Phe 


Ser 


Ala 


Tyr 


Tyr 


Val 


Ala 


Phe 


Leu 


Pro 


Leu 


Cys 


Phe 


Val 








170 










175 










180 


Lys Ser 


Thr 


bin 


Tyr 


Tyr 


Asp 


Met 


Arg 


Trp 


Ser 


Cys 


Glu 


His 


Leu 








185 










190 










195 


lie Met 


Val 


Trp 


He 


Asn 


Ala 


Phe 


Val 


Met 


Leu 


Thr 


Thr 


Gin 


Leu 








200 










205 










210 


Leu Pro 


Ser 


Lys 


Tyr 


Cys 


Asp 


Leu 


Leu 


His 


Lys 


Ser 


Ala 


Ala 


His 








215 










220 










225 


Leu Gly 


Lys 


Trp 


Gin 


Lys 


Leu 


Glu 


His 


Gly 


Ser 


Tyr 


Ser 


Asn 


Ala 








230 










235 










240 


Pro Gin 


His 


lie 


Trp 


ber 


bill 


Asn 


Thr 


He 


Trp 


Pro 


Gin 


Gly 


Val 








245 










250 










255 


Leu Val 


Arg 


His 


Ser 


Arg 


Cys 


Leu 


Tyr 


Arg 


Ala 


Met 


Gly 


Pro 


Tyr 








260 










265 










270 


Asn Val 


Ala 


Val 


Pro 


Ser 


Asp 


Val 


Ser 


His 


Ala 


Arg 


Phe 


Tyr 


Phe 








275 










280 










285 


Leu Phe 


His 


Arg 


Pro 


Leu 


Arg 


Leu 


Leu 


Asn 


Leu 


Leu 


He 


Leu 


He 








290 










295 










300 


Glu Gly 


Ser 


Val 


Val 


Pne 


Tyr 


Gin 


Leu 


Tyr 


Ser 


Leu 


Leu 


Arg 


Ser 








305 










310 










315 


Glu Lys 


Trp 


Asn 


His 


Thr 


Leu 


Ser 


Met 


Ala 


Leu 


He 


Leu 


Phe 


Cys 








320 










325 










330 


Asn Tyr 


Tyr 


Val 


Leu 


Phe 


Lys 


Leu 


Leu 


Arg 


Asp 


Arg 


He 


Val 


Leu 








335 










340 










345 


Gly Arg 


Ala 


Tyr 


Ser 


Tyr 


Pro 


Leu 


Asn 


Ser 


Tyr 


Glu 


Leu 


Lys 


Thr 








350 










355 










360 


Asn 




























<210> 19 


























<211> 97 


























<212> PRT 


























<213> Homo sapiens 






















<220> 
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<221> mi sc_ feature 

<223> Incyte ID No: 1396995CD1 

<400> 19 



Met 


Glu 


Asp 


His 


He 


He 


Ser 


Cys 


Tyr 


Leu 


Lys 


Trp 


Pro 


Val 


Cys 


1 








5 










10 










15 


Ala 


Gin 


Leu 


Leu 


Asn 
20 


Cys 


Ser 


Glu 


Pro 


Thr 
25 


Glu 


Arg 


Ala 


Thr 


Val 
30 


Glu 


Thr 


Cys 


Met 


Val 
35 


Ser 


Arg 


He 


His 


Arg 
40 


His 


Ala 


Leu 


Phe 


Leu 
45 


cys 


Leu 


Leu 


Pro 


Gin 
50 


Cys 


Tyr 


Leu 


Pro 


Lys 
55 


Asp 


Leu 


Trp 


Tyr 


Ser 
60 


Ser 


Leu 


Ser 


Trp 


Glu 
65 


Arg 


Asn 


Ser 


He 


Leu 
70 


Phe 


Ser 


Leu 


Leu 


Leu 
75 


Leu 


Tyr 


Ser 


Leu 


Phe 
80 


Tyr 


Ser 


Tyr 


Ala 


Pro 
85 


He 


Val 


Ala 


Lys 


Gly 
90 


Lys 


Arg 


Gly 


Lys 


Met 
95 


He 


Val 



















<210> 20 
<211> 232 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID 

<400> 20 
Met Gly Pro Leu 
1 

Lys Asn Ala Tyr 
His Ser Trp He 
Gly Lys Asp Ser 
Met Arg Leu Cys 
Tyr Val Gly He 
Leu Thr Glu Arg 
Glu Glu Val Gin 
Trp Asn Leu Leu 
Val He Gly He 
Leu Trp Met Pro 
Ala He Tyr Gin 
Ser Thr Lys Leu 
Leu Lys He Tyr 
Tyr Ser His Leu 
Pro He Lys Lys 
<210> 21 
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Leu 


Pro 
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Trp 


Leu 


Gin 


Pro 


Arg 


Tyr 


Arg 
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Leu 


Phe 


lie 


Tyr 


Tyr 


Leu 


He 


Gin 


Phe 


Cys 
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Phe 


Thr 


Asn 


Met 


Thr 


Val 


Arg 


Phe 


Phe 


Ser 


Phe 


35 
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45 
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Val 


Asp 


Thr 


Phe 


Tyr 


Ala 


He 


Gly 


Leu 


Val 


50 










55 










60 


Gin 


Ser 


Val 


Ser 


Leu 


Leu 


Glu 


Leu 


Leu 


His 


He 


65 










70 










75 


Glu 


Ser 


Asn 


His 


Leu 


Leu 


Pro 


Arg 


Phe 


Leu 


Gin 


80 










85 










90 


He 


He 


He 


Leu 


Phe 


Val 


Val 


He 


Thr 


Ser 


Gin 


95 










100 










105 


Glu 


Lys 


Tyr 


Val 


Val 


Cys 


Val 


Leu 


Phe 


Val 


Phe 


110 










115 










120 


Asp 


Met 


Val 


Arg 


Tyr 


Thr 


Tyr 


Ser 


Met 


Leu 


Ser 


125 










130 










135 


Ser 


Tyr 


Ala 


Val 


Leu 


Thr 


Trp 


Leu 


Ser 


Gin 


Thr 


140 










145 










150 


He 


Tyr 


Pro 


Leu 


Cys 


Val 


Leu 


Ala 


Glu 


Ala 


Phe 


155 










160 










165 


Ser 


Leu 


Pro 


Tyr 


Phe 


Glu 


Ser 


Phe 


Gly 


Thr 


Tyr 


170 










175 










180 


Pro 


Phe 


Asp 


Leu 


Ser 


He 


Tyr 


Phe 


Pro 


Tyr 


Val 


185 










190 










195 


Leu 


Met 


Met 


Leu 


Phe 


He 


Gly 


Met 


Tyr 


Phe 


Thr 


200 










205 










210 


Tyr 


Ser 


Glu 


Arg 


Arg 


Asp 


He 


Leu 


Gly 


He 


Phe 


215 










220 
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Lys 


Lys 


Met 


















230 
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<211> 271 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1629304CD1 

<400> 21 



Met 


Thr 


Ala 


Trp 


He 


Leu 


Leu 


Pro 


Val 


Ser 


Leu 


Ser 


Ala 


Phe 


Ser 


1 








5 










10 










15 


lie 


Thr 


Gly 


lie 


Trp 
20 


Thr 


Val 


Tyr 


Ala 


Met 
25 


Ala 


Val 


Met 


Asn 


His 
30 


His 


Val 


Cys 


Pro 


Val 
35 


Glu 


Asn 


Trp 


Ser 


Tyr 
40 


Asn 


Glu 


Ser 


Cys 


Pro 
45 


Pro 


Asp 


Pro 


Ala 


Glu 
50 


Gin 


Gly 


Gly 


Pro 


Lys 
55 


Thr 


Cys 


Cys 


Thr 


Leu 
60 


Asp 


Asp 


Val 


Pro 


Leu 
65 


He 


Ser 


Lys 


Cys 


Gly 
70 


Ser 


Tyr 


Pro 


Pro 


Glu 
75 


Ser 


Cys 


Leu 


Phe 


Ser 
80 


Leu 


lie 


Gly 


Asn 


Met 
85 


Gly 


Ala 


Phe 


Met 


Val 
90 


Ala 


Leu 


lie 


Cys 


Leu 
95 


Leu 


Arg 


Tyr 


Gly 


Gin 
100 


Leu 


Leu 


Glu 


Gin 


Ser 
105 


Arg 


His 


Ser 


Trp 


Val 
110 


Asn 


Thr 


Thr 


Ala 


Leu 
115 


He 


Thr 


Gly 


Cys 


Thr 
120 


Asn 


Ala 


Ala 


Gly 


Leu 
125 


Leu 


Val 


Val 


Gly 


Asn 
130 


Phe 


Gin 


Val 


Asp 


His 
135 


Ala 


Arg 


Ser 


Leu 


His 
140 


Tyr 


Val 


Gly 


Ala 


Gly 
145 


Val 


Ala 


Phe 


Pro 


Ala 
150 


Gly 


Leu 


Leu 


Phe 


Val 
155 


Cys 


Leu 


His 


Cys 


Ala 
160 


Leu 


Ser 


Tyr 


Gin 


Gly 
165 


Ala 


Thr 


Ala 


Pro 


Leu 
170 


Asp 


Leu 


Ala 


Val 


Ala 
175 


Tyr 


Leu 


Arg 


Ser 


Val 
180 


Leu 


Ala 


Val 


lie 


Ala 
185 


Phe 


He 


Thr 


Leu 


Val 
190 


Leu 


Ser 


Gly 


Val 


Phe 
195 


Phe 


Val 


His 


Glu 


Ser 


Ser 


Gin 


Leu 


Gin 


His 


Gly Ala 


Ala 


Leu 


Cys 










200 










205 










210 


Glu 


Trp 


Val 


Cys 


Val 
215 


He 


Asp 


He 


Leu 


He 
220 


Phe 


Tyr 


Gly 


Thr 


Phe 
225 


Ser 


Tyr 


Glu 


Phe 


Gly 
230 


Ala 


Val 


Ser 


Ser 


Asp 
235 


Thr 


Leu 


Val 


Ala 


Ala 
240 


Leu 


Gin 


Pro 


Thr 


Pro 
245 


Gly 


Arg 


Ala 


Cys 


Lys 
250 


Ser 


Ser 


Gly 


Ser 


Ser 
255 


Ser 


Thr 


Ser 


Thr 


His 
260 


Leu 


Asn 


Cys 


Ala 


Pro 
265 


Glu 


Ser 


He 


Ala 


Met 
270 



He 

<210> 22 

<211> 267 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1989585CD1 

<400> 22 

Met Ala Pro Ala Ala Asp Arg Glu Gly Tyr Trp Gly Pro Thr Thr 

15 10 15 

Ser Thr Leu Asp Trp Cys Glu Glu Asn Tyr Ser Val Thr Trp Tyr 



20 



25 



30 
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He 
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Trp 


Asn 


Thr 
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Ser 
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Lys 
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He 
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Leu 


Thr 


Val 
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Met 
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Cys 


Phe 


His 


Met 


Thr 


Leu 


Lys 


Tyr 


Glu 


Met 


Gin 


Leu 
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Leu 
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Leu 


Pro 


Met 


He 


Tyr 


Ser 


Cys 


Cys 


He 


Phe 


Val 


Tyr 
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Cys 


Met 


Phe 


Glu 


Cys 


Phe 


Lys 


He 


Lys 


Asn 


Ser 


Val 


Asn 


Tyr 


His 










110 










115 










120 


Leu 


Leu 


Phe 


Thr 


Leu 


Val 


Leu 


Phe 


Ser 


Leu 


He 


Val 


Thr 


Thr 


Val 
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130 










135 


Tyr 


Leu 


Lys 


Val 


Lys 


Glu 


Pro 


He 


Phe 


His 


Gin 


Val 


Met 


Tyr 


Gly 










140 










145 
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Met 


Leu 


Val 


Phe 


Thr 


Leu 


Val 


Leu 


Arg 


Ser 


He 


Tyr 


He 


Val 


Thr 










155 










160 










165 


Trp 


Val 


Tyr 


Pro 


Trp 


Leu 


Arg 


Gly 


Leu 


Gly 


Tyr 


Thr 


Ser 


Leu 


Gly 
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175 
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He 


Phe 


Leu 


Leu 


Gly 


Phe 


Leu 


Phe 


Trp 


Asn 


He 


Asp 
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He 


Phe 
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Ser 
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Arg 
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Phe 
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Lys 


Val 


Pro 


Pro 


He 


He 
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210 


Gly 


He 


Thr 


Thr 


Gin 


Phe 


His 


Ala 


Trp 


Trp 


His 


He 


Leu 


Thr 


Gly 
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220 
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Leu 


Gly 


Ser 


Tyr 


Leu 


His 


He 


Leu 


Phe 


Ser 


Leu 


Tyr 


Thr 


Arg 


Thr 
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Z. O Zj 










o a n 


Leu 


Tyr 


Leu 


Arg 


Tyr 


Arg 


Pro 


Lys 


Val 


Lys 


Phe 


Leu 


Phe 


Gly 


He 










245 
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255 


Trp 


Pro 


Val 


He 


Leu 


Phe 


Glu 
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Leu 


Arg 


Lys 


His 
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OCR 












<210> 23 


























<211> 406 


























<212> PRT 


























<2 1 3 > Homo sapi ens 






















<220> 




























<221> misc_: 


feature 






















<223> Incyte ID 


No: 


2134729CD1 
















<400> 23 
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Gin 


Ser 
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He 
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Val 


Thr 


Leu 


He 


He 


Lys 


1 
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Lys 


Tyr 
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Thr 


He 


Ser 


Cys 


Phe 


Leu 
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Trp 


Thr 


Val 


Gly 


Lys 


Leu 


Lys 


Thr 


His 


Leu 


Ser 


Asn 


Val 


Tyr 










35 










40 










45 


Pro 


Ser 


Lys 


Pro 


Leu 


Thr 


Lys 


Asp 


Gin 


Arg 


Leu 


Val 


Tyr 


Ser 


Gly 










50 










55 










60 


Arg 


Leu 


Leu 


Pro 


Asp 


His 


Leu 


Gin 


Leu 


Lys 


Asp 


He 


Leu 


Arg 


Lys 










65 










70 










75 


Gin 


Asp 


Glu 


Tyr 


His 


Met 


Val 


His 


Leu 


Val 


Cys 


Thr 


Ser 


Arg 


Thr 










80 










85 










90 


Pro 


Pro 


Ser 


Ser 


Pro 


Lys 


Ser 


Ser 


Thr 


Asn 


Arg 


Glu 


Ser 


His 


Glu 










95 










100 










105 


Ala 


Leu 


Ala 


Ser 


Ser 


Ser 


Asn 


Ser 


Ser 


Ser 


Asp 


His 


Ser 


Gly 


Ser 










110 










115 










120 


Thr 


Thr 


Pro 


Ser 


Ser 


Gly 


Gin 


Glu 


Thr 


Leu 


Ser 


Leu 


Ala 


Val 


Gly 










125 










130 










135 


Ser 


Ser 


Ser 


Glu 


Gly 


Leu 


Arg 


Gin 


Arg 


Thr 


Leu 


Pro 


Gin 


Ala 


Gin 
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140 










145 










150 


Thr 


Asp 


Gin 


Ala 


Gin 
155 


Ser 


His 


Gin 


Phe 


Pro 
160 


Tyr 


Val 


Met 


Gin 


Gly 
165 


Asn 


Val 


Asp 


Asn 


Gin 
170 


Phe 


Pro 


Gly 


Gin 


Ala 
175 


Ala 


Pro 


Pro 


Gly 


Phe 
180 


Pro 


Val 


Tyr 


Pro 


Ala 
185 


Phe 


Ser 


Pro 


Leu 


Gin 
190 


Met 


Leu 


Trp 


Trp 


Gin 
195 


Gin 


Met 


Tyr 


Ala 


His 
200 


Gin 


Tyr 


Tyr 


Met 


Gin 
205 


Tyr 


Gin 


Ala 


Ala 


Val 
210 


Ser 


Ala 


Gin 


Ala 


Thr 
215 


Ser 


Asn 


Val 


Asn 


Pro 
220 


Thr 


Gin 


Pro 


Thr 


Thr 
225 


Ser 


Gin 


Pro 


Leu 


Asn 
230 


Leu 


Ala 


His 


Val 


Pro 
235 


Gly 


Glu 


Glu 


Pro 


Pro 
240 


Pro 


Ala 


Pro 


Asn 


Leu 
245 


Val 


Ala 


Gin 


Glu 


Asn 
250 


Arg 


Pro 


Met 


Asn 


Glu 
255 


Asn 


Val 


Gin 


Met 


Asn 
260 


Ala 


Gin 


Gly 


Gly 


Pro 
265 


Val 


Leu 


Asn 


Glu 


Glu 
270 


Asp 


Phe 


Asn 


Arg 


Asp 
275 


Trp 


Leu 


Asp 


Trp 


Met 
280 


Tyr 


Thr 


Phe 


Ser 


Arg 
285 


Ala 


Ala 


He 


Leu 


Leu 
290 


Ser 


He 


Val 


Tyr 


Phe 
295 


Tyr 


Ser 


Ser 


Phe 


Ser 
300 


Arg 


Phe 


He 


Met 


Val 
305 


Met 


Gly 


Ala 


Met 


Leu 
310 


Leu 


Val 


Tyr 


Leu 


His 
315 


Gin 


Ala 


Gly 


Trp 


Phe 
320 


Pro 


Phe 


Arg 


Gin 


Glu 
325 


Gly 


Gly 


His 


Gin 


Gin 

330 


Ala 


Pro 


Asn 


Asn 


Asn 
335 


Ala 


Glu 


Val 


Asn 


Asn 
340 


Asp 


Gly 


Gin 


Asn 


Ala 
345 


Asn 


Asn 


Leu 


Glu 


Leu 
350 


Glu 


Glu 


Met 


Glu 


Arg 
355 


Leu 


Met 


Asp 


Asp 


Gly 
360 


Leu 


Glu 


Asp 


Glu 


Ser 
365 


Gly 


Glu 


Asp 


Gly 


Gly 
370 


Glu 


Asp 


Ala 


Ser 


Ala 
375 


He 


Gin 


Arg 


Pro 


Gly 
380 


Leu 


Met 
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Ala 
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Trp 
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Phe 


He 


Thr 
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395 


Leu 


He 
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Gin 
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Asn 



<210> 24 
<211> 318 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2299506CD1 

<400> 24 

Met Leu Ser Glu Ser Ser Ser Phe Leu Lys Gly Val Met Leu Gly 
15 10 15 

Ser He Phe Cys Ala Leu He Thr Met Leu Gly His He Arg He 

20 25 30 

Gly His Gly Asn Arg Met His His His Glu His His His Leu Gin 

35 40 45 

Ala Pro Asn Lys Glu Asp He Leu Lys He Ser Glu Asp Glu Arg 

50 55 60 

Met Glu Leu Ser Lys Ser Phe Arg Val Tyr Cys He He Leu Val 

65 70 75 

Lys Pro Lys Asp Val Ser Leu Trp Ala Ala Val Lys Glu Thr Trp 

80 85 90 

Thr Lys His Cys Asp Lys Ala Glu Phe Phe Ser Ser Glu Asn Val 

95 100 105 
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Lys 


Tvr 


Arg 


Asp 










125 










130 










135 


Gin 


Tvr 

± y i 


Asn 


Tro 


Phe 


Phe 


Leu 


Ala 


Arg 


Pro 


Thr 


Thr 


Phe 


Ala 


He 










140 










145 










150 


lie 


Glu 


Asn 


Leu 


Lys 


Tvr 


Phe 


Leu 


Leu 




Lys 


Asp 


Pro 


Ser 


Gin 
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Lys 
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245 










250 










255 


Lys 
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Ala 


Met 


Thr 
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XT JL \J 


Asn 












275 










280 
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Val 
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Tyr 
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Leu 
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Val 
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r\ 
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Asp 
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<213> Homo sapiens 
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<221> misc_f eature 






















<223> Incyte ID 


No : 


2506558CD1 
















<400> 25 
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Glu 
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Leu 


Ala 


Phe 


Ser 


Leu 


Val 


Leu 










35 










40 










45 


Leu 


Leu 


Arg 


Phe 


Val 


Asp 


Asp 
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Ala 
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Trp 
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Cys 


Ser 
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Thr 
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Val 


Pro 


Thr 
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Cys 
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Arg 
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Val 


Thr 


Val 
200 


Ala 


Ser 


Glu 


Leu 


Glu 


Arg 


Thr 


Leu 


Arg 
215 


Ser 


Arg 


Gin 


Arg 


Trp 


Ser 


Ser 


lie 


Arg 
230 


Leu 


Leu 


Ser 


Pro 


Leu 


Leu 


lie 


Ala 


Leu 
245 


Glu 


Leu 


Val 


Asn 


Lys 


Asn 


Ala 
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Glu 
260 


Tyr 


Gin 


Gin 


Tyr 
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Leu 
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Tyr 


Thr 
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Glu 


Asn 
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Val 


Lys 
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Trp 
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Glu 


Thr 
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Leu 
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Ser 
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<210> 26 

<211> 247 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2546025CD1 

<400> 26 
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Arg 
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Phe 
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Lys 
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Ser 


Phe 
20 


Pro 


Val 


Gly 


Leu 


He 


Leu 


Ser 


Leu 


Lys 
35 


Met 


Ser 


Leu 


Gin 


Pro 


Arg 


Pro 


Trp 


Leu 
50 


Ser 


Ser 


Ser 


Phe 


Thr 


Gin 


Cys 


Tyr 


His 
65 


Thr 


Ser 


Pro 


Cys 


Lys 


Gin 


Ala 


Leu 


Leu 
80 


Ala 


Arg 


Pro 


Ser 


Thr 


Asp 


Ser 


Pro 


Lys 
95 


Pro 


Ala 


Leu 


Cys 


He 


Pro 


Phe 


Val 


Ala 
110 


Pro 


Pro 


Leu 


Val 


Tyr 


He 


Pro 


He 


Leu 
125 


Ala 


Phe 


Thr 


Gin 


Phe 


Leu 


Ser 


Phe 


Leu 
140 


Gly 


Gly 


He 


Arg 


Glu 


Gly 


Ser 


Pro 


Ala 
155 


Lys 


Pro 


Asp 


Tyr 


Ala 


Ala 


Pro 


Leu 


Phe 
170 


Phe 


Ser 


Trp 


Phe 


Arg 


Leu 


Ser 


Glu 


Ala 
185 


He 


Val 


Thr 


Val 


Ala 


Phe 


His 


Leu 


Glu 
200 


Leu 


Phe 


Leu 


Leu 



2 




PCT/US00/07817 



160 










165 


Arg 


lie 


Val 


Leu 


Glu 


Val 


1 / D 










1 O A 

loU 


Gin 


Cys 


Arg 


Arg 


Val 


Ser 


T O A 










i y o 


Arg 


His 


Arg 


Gin 


Trp 


Val 












Z 1U 


Gin 


Asn 


Tyr 


Leu 


Arg 


Met 


220 










225 


Val 


Leu 


Ser 


Leu 


He 


Leu 


235 










240 


He 


His 


Ala 


Val 


Cys 


Gly 


250 










255 


Leu 


Lys 


Phe 


Val 


Lys 


Ser 


265 










270 


Ala 


Tyr 


Thr 


Ser 


Tyr 


Glu 


280 










285 


Leu 


Thr 


His 


Thr 


Ala 


Leu 


295 










300 


Lys 


Gin 


Met 


Leu 


lie 


His 


310 










315 


Leu 


Leu 










325 












Gin 


Ala 


Ser 


Ser 


Lys 


He 


10 










15 


Arg 


Thr 


Ser 


Arg 


Thr 


Asp 


25 










3 0 


Gin 


Asn 


Phe 


Ser 


Pro 


Cys 


40 










45 


Pro 


Ala 


Tyr 


Met 


Ser 


Lys 


55 










tz A 


Ser 


Phe 


Lys 


Lys 


Gin 


Gin 


*"7 a 
1 0 










/ D 


Ser 


Thr 


He 


Thr 


Tyr 


Leu 


85 










y u 


Val 


Thr 


Leu 


Ala 


Gly 


Leu 


100 










10 5 


Met 


Leu 


Met 


Thr 


Lys 


Thr 


115 










1 O A 


Met 


Ala 


Tyr 


Gly 


Ala 


Ser 


lot) 










lib 


Trp 


Gly 


Phe 


Ala 


Leu 


Pro 


145 










150 


Leu 


Asn 


Leu 


Ala 


Ser 


Ser 


160 










165 


Ala 


Phe 


Leu 


He 


Ser 


Glu 


175 










180 


He 


Met 


Gly 


Met 


Gly 


Val 


190 










195 


Pro 


His 


Tyr 


Pro 


Asn 


Trp 


205 










210 
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Phe Lys Ala Leu Arg He Val Val Thr Leu Leu Ala Thr Phe Ser 
215 220 225 

Phe He lie Thr Leu Val Val Lys Ser Ser Phe Pro Glu Lys Gly 
230 235 240 

His Lys Arg Pro Gly Gin Val 
245 

<210> 27 
<211> 278 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3145660CD1 

<400> 27 



Met 


Ala 


Tyr 


Phe 


Tyr 


Met 


Cys 


Asp 


Arg 


Ala 


Asn 


Leu 


Phe 


Met 


Lys 


1 








5 










10 










15 


Glu 


Asn 


Lys 


Phe 


Tyr 
20 


Thr 


His 


Ser 


Ser 


Phe 
25 


Phe 


He 


Pro 


He 


He 
30 


Tyr 


He 


Leu 


Val 


Leu 


Gly Val 


Phe 


Tyr 


Asn 


Glu 


Asn 


Thr 


Lys 


Glu 










35 










40 










45 


Thr 


Lys 


Val 


Leu 


Asn 
50 


Arg 


Glu 


Gin 


Thr 


Asp 
55 


Glu 


Trp 


Lys 


Gly 


Trp 
60 


Met 


Gin 


Leu 


Val 


He 
65 


Leu 


He 


Tyr 


His 


lie 
70 


Ser 


Gly 


Ala 


Ser 


Thr 
75 


Phe 


Leu 


Pro 


Val 


Tyr 
80 


Met 


His 


He 


Arg 


Val 
85 


Leu 


Val 


Ala 


TV 1 ^ 

Ala 


Tyr 
90 


Leu 


Phe 


Gin 


Thr 


Gly 
95 


Tyr 


Gly 


His 


Phe 


Ser 
100 


Tyr 


Phe 


Trp 


He 


Lys 
105 


Gly 


Asp 


Phe 


Gly 


He 
110 


Tyr 


Arg 


Val 


Cys 


Gin 
115 


Val 


Leu 


Phe 


Arg 


Leu 
120 


Asn 


Phe 


Leu 


Val 


Val 
125 


Val 


Leu 


Cys 


He 


Val 
130 


Met 


Asp 


Arg 


Pro 


Tyr 
135 


Gin 


Phe 


Tyr 


Tyr 


Phe 
140 


Val 


Pro 


Leu 


Val 


Thr 
145 


Val 


Trp 


Phe 


Met 


Val 
150 


He 


Tyr 


Val 


Thr 


Leu 
155 


Ala 


Leu 


Trp 


Pro 


Gin 
160 


He 


He 


Gin 


Lys 


Lys 
165 


Ala 


Asn 


Gly 


Asn 


Cys 
170 


Phe 


Trp 


His 


Phe 


Gly 
175 


Leu 


Leu 


Leu 


Lys 


Leu 
180 


Gly 


Phe 


Leu 


Leu 


Leu 
185 


Phe 


He 


Cys 


Phe 


Leu 
190 


Ala 


Tyr 


Ser 


Gin 


Gly 
195 


Ala 


Phe 


Glu 


Lys 


He 
200 


Phe 


Ser 


Leu 


Trp 


Pro 
205 


Leu 


Ser 


Lys 


Cys 


Phe 
210 


Glu 


Leu 


Lys 


Gly 


Asn 
215 


Val 


Tyr 


Glu 


Trp 


Trp 
220 


Phe 


Arg 


Trp 


Arg 


Leu 
225 


Asp 


Arg 


Tyr 


Val 


Val 
230 


Phe 


His 


Gly 


Met 


Leu 

235 


Phe 


Ala 


Phe 


He 


Tyr 
240 


Leu 


Ala 


Leu 


Gin 


Lys 
245 


Arg 


Gin 


He 


Leu 


Ser 
250 


Glu 


Gly 


Lys 


Gly 


Glu 

255 


Pro 


Leu 


Phe 


Ser 


Asn 
260 


Lys 


He 


Ser 


Asn 


Phe 
265 


Leu 


Leu 


Val 


He 


Ser 
270 


Val 


Val 


Ser 


Phe 


Leu 
275 


Gly 


Lys 


Phe 

















<210> 28 

<211> 320 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
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<223> Incyte ID No: 4901066CD1 
<400> 28 



Met 


Thr 


Leu 


Trp 


Asn 


Gly 


Val 


Leu 


Pro 


Phe 


Tvr 


Pro 


Gin 


Pro 


Arg 


1 








5 










10 










15 


His 


Ala 


Ala 


Glv 

w -*- Jr 


Phe 


Ser 


Val 


Pro 


Leu 


Leu 


He 


Val 


He 


Leu 


Val 










20 










25 










30 


Phe 


Leu 


Ala 


Leu 


Ala 


Ala 


Ser 


Phe 


Leu 


Leu 


He 


Leu 


Pro 


Glv 


He 










35 










40 










45 


Arg 


Glv 


His 


Ser 


Arg 


Tro 


Phe 


Tro 


Leu 


Val 


Arg 


Val 


Leu 


Leu 


Ser 










50 










55 










60 


Leu 


Phe 


He 


Glv 


Ala 


Glu 


He 


Val 


Ala 


Val 


His 


Phe 


Ser 


Ala 


Glu 










65 










70 










75 


Tro 


Phe 


Val 


Glv 


Thr 


Val 


Asn 


Thr 


Asn 


Thr 


Ser 


Tvr 


Lys 


Ala 


Phe 










80 










85 










90 


Ser 


Ala 


Ala 


Arg 


Val 


Thr 


Ala 


Arg 


Val 


Gly 


Leu 


Leu 


Val 


Gly 


Leu 










95 










100 










105 


Glu 


Glv 


He 


Asn 


He 


Thr 


Leu 


Thr 


Glv 


Thr 


Pro 


Val 


His 


Gin 


Leu 










110 










115 










120 


Asn 


Glu 


Thr 


He 


Asp 


Tvr 


Asn 


Glu 


Gin 


Phe 


Thr 


Trp 


Arg 


Leu 


Lys 










125 










130 










135 


Glu 


Asn 


Tvr 


Ala 


Ala 


Glu 


Tvr 


Ala 


Asn 


Ala 


Leu 


Glu 


Lys 


Glv 


Leu 










140 










145 










150 


Pro 


Asp 


Pro 


Val 


Leu 


Tvr 

Jr 


Leu 


Ala 


Glu 


Lys 


Phe 


Thr 


Pro 


Ser 


Ser 










155 










160 










165 


Pro 


Cvs 


Glv 


Leu 


Tvr 


His 


Gin 


Tvr 


His 


Leu 


Ala 


Gly 


His 


Tvr 

Jr 


Ala 










170 










175 










180 


Ser 


Ala 


Thr 


Leu 


Trio 


Val 


Ala 


Phe 


Cys 


Phe 


Trp 


Leu 


Leu 


Ser 


Asn 










185 










190 










195 


Val 


Leu 


Leu 


Ser 


Thr 


Pro 


Ala 


Pro 


Leu 


Tyr 


Gly Gly 


Leu 


Ala 


Leu 










200 










205 










210 


Leu 


Thr 


Thr 


Gly 


Ala 


Phe 


Ala 


Leu 


Phe 


Gly Val 


Phe 


Ala 


Leu 


Ala 










215 










220 










225 


Ser 


He 


Ser 


Ser 


Val 


Pro 


Leu 


Cys 


Pro 


Leu 


Arg 


Leu 


Gly 


Ser 


Ser 










230 










235 










240 


Ala 


Leu 


Thr 


Thr 


Gin 


Tyr 


Gly 


Ala 


Ala 


Phe 


Trp 


Val 


Thr 


Leu 


Ala 










245 










250 










255 


Thr 


Gly 


Val 


Leu 


Cys 


Leu 


Phe 


Leu 


Gly 


Gly Ala 


Val 


Val 


Ser 


Leu 










260 










265 










270 


Gin 


Tyr 


Val 


Arg 


Pro 


Ser 


Ala 


Leu 


Arg 


Thr 


Leu 


Leu 


Asp 


Gin 


Ser 










275 










280 










285 


Ala 


Lys 


Asp 


Cys 


Ser 


Gin 


Glu 


Arg 


Gly 


Gly 


Ser 


Pro 


Leu 


He 


Leu 










290 










295 










300 


Gly 


Asp 


Pro 


Leu 


His 


Lys 


Gin 


Ala 


Ala 


Leu 


Pro 


Asp 


Leu 


Lys 


Cys 










305 










310 










315 


He 


Thr 


Thr 


Asn 


Leu 























<210> 29 
<211> 360 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 5031174CD1 

<400> 29 

Met Ser Gin Gly Arg Gly Lys Tyr Asp Phe Tyr He Gly Leu Gly 

15 10 15 

Leu Ala Met Ser Ser Ser He Phe He Gly Gly Ser Phe He Leu 



320 



20 



25 



30 
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Lys 


Lys 


Lys 


Gly 


Leu 
35 


Leu 


Arg 


Leu 


Ala 


Arg 
40 


Lys 


Gly 


Ser 


Met 


Arg 
45 


Ala 


Gly 


Gin 


Gly 


Gly 
50 


His 


Ala 


Tyr 


Leu 


Lys 
55 


Glu 


Trp 


Leu 


Trp 


Trp 
60 


Ala 


Gly 


Leu 


Leu 


Ser 
65 


Met 


Gly 


Ala 


Gly 


Glu 
70 


Val 


Ala 


Asn 


Phe 


Ala 
75 


Ala 


Tyr 


Ala 


Phe 


Ala 
80 


Pro 


Ala 


Thr 


Leu 


Val 
85 


Thr 


Pro 


Leu 


Gly 


Ala 
90 


Leu 


Ser 


Val 


Leu 


Val 
95 


Ser 


Ala 


He 


Leu 


Ser 
100 


Ser 


Tyr 


Phe 


Leu 


Asn 
105 


Glu 


Arg 


Leu 


Asn 


Leu 
110 


His 


Gly 


Lys 


He 


Gly 
115 


Cys 


Leu 


Leu 


Ser 


He 
120 


Leu 


Gly 


Ser 


Thr 


Val 
125 


Met 


Val 


He 


His 


Ala 
130 


Pro 


Lys 


Glu 


Glu 


Glu 
135 


He 


Glu 


Thr 


Leu 


Asn 
140 


Glu 


Met 


Ser 


His 


Lys 
145 


Leu 


Gly 


Asp 


Pro 


Gly 
150 


Phe 


Val 


Val 


Phe 


Ala 
155 


Thr 


Leu 


Val 


Val 


He 
160 


Val 


Ala 


Leu 


He 


Leu 
165 


He 


Phe 


Val 


Val 


Gly 
170 


Pro 


Arg 


His 


Gly 


Gin 
175 


Thr 


Asn 


He 


Leu 


Val 
180 


Tyr 


He 


Thr 


He 


Cys 
185 


Ser 


Val 


He 


Gly 


Ala 
190 


Phe 


Ser 


Val 


Ser 


Cys 
195 


Val 


Lys 


Gly 


Leu 


Gly 
200 


He 


Ala 


He 


Lys 


Glu 
205 


Leu 


Phe 


Ala 


Gly 


Lys 
210 


Pro 


Val 


Leu 


Arg 


His 
215 


Pro 


Leu 


Ala 


Trp 


He 
220 


Leu 


Leu 


Leu 


Ser 


Leu 
225 


He 


Val 


Cys 


Val 


Ser 
230 


Thr 


Gin 


He 


Asn 


Tyr 
235 


Leu 


Asn 


Arg 


Ala 


Leu 
240 


Asp 


He 


Phe 


Asn 


Thr 
245 


Ser 


He 


Val 


Thr 


Pro 
250 


He 


Tyr 


Tyr 


Val 


Phe 
255 


Phe 


Thr 


Thr 


Ser 


Val 
260 


Leu 


Thr 


Cys 


Ser 


Ala 
265 


He 


Leu 


Phe 


Lys 


Glu 
270 


Trp 


Gin 


Asp 


Met 


Pro 
275 


Val 


Asp 


Asp 


Val 


He 
280 


Gly 


Thr 


Leu 


Ser 


Gly 
285 


Phe 


Phe 


Thr 


He 


He 
290 


Val 


Gly 


He 


Phe 


Leu 
295 


Leu 


His 


Ala 


Phe 


Lys 
300 


Asp 


Val 


Ser 


Phe 


Ser 
305 


Leu 


Ala 


Ser 


Leu 


Pro 
310 


Val 


Ser 


Phe 


Arg 


Lys 
315 


Asp 


Glu 


Lys 


Ala 


Met 
320 


Asn 


Gly 


Asn 


Leu 


Ser 
325 


Asn 


Met 


Tyr 


Glu 


Val 
330 


Leu 


Asn 


Asn 


Asn 


Glu 
335 


Glu 


Ser 


Leu 


Thr 


Cys 
340 


Gly 


He 


Glu 


Gin 


His 
345 


Thr 


Gly 


Glu 


Asn 


Val 
350 


Ser 


Arg 


Arg 


Asn 


Gly 
355 


Asn 


Leu 


Thr 


Ala 


Phe 
360 



<210> 30 

<211> 1716 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No; 1316927CB1 

<400> 30 

ccccgactct ggctgggctg aggagggggc cccacaggcc tgggtggaag ccgatccctg 60 

agcaatcccc ctgtgcagga ttgaacatga ttgtctctct ttttctcctt tttctgactt 120 

taaggcaact ttgtccctaa caaaatgtgg aagggattag tcaagaggaa tgcatctgtg 180 

gaaacagttg ataataaaac gtctgaggat gtaaccatgg cagcagcttc tcctgtcaca 240 

ttgaccaaag ggacttcggc agcccacctc aactctatgg aagtcacaac agaggacaca 300 

agcaggacag atgtgagtga accagcaact tcaggaggtg cagctgatgg tgtgacctcc 360 
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attgctccca 
agtatgactg 
attgctccca 
gcactccccg 
catccatctc 
gcaaccctgg 
agccccatga 
cctgtacccc 
cctgtggtta 
gcccccaccc 
ccagtgccag 
cagccaagcc 
gagcaggtag 
tcagggggca 
atggtggtca 
gtgctgt tac 
tatgagagct 
gcggactcag 
ctttcctttt 
agatatgcca 
gagttgctgc 
ggttccacct 
gaattaaagt 



cggctgtggc 
tggcctccag 
cgactgcagc 
cgcccacgtc 
tcagcacagc 
ccacattggc 
gcactcgtcc 
ctatgcgtcc 
acacaacaaa 
ccacagtggt 
tacctcacac 
ccatgccata 
agactgaagc 
ctaagatgcc 
ccactgagcc 
tcggggtgac 
acaagaagaa 
aaatgtgagg 
gcctt tgaga 
gatgcttaaa 
ttttttcata 
cagggtgggg 
actgactgct 



ctccagtacg 
tgctcccacg 
ctccagtatg 
cacttccaca 
cctcgcacaa 
cacacgtgct 
aagtcct tec 
ccaagcacaa 
taaatccaca 
gaccaccacc 
cagcccaatc 
tacccagagg 
cacaccaggt 
agccacggac 
cctcacccag 
ccttttcatc 
ggactacacc 
ggggcggggg 
ccaaaccaag 
cacatttaat 
tttatttttg 
egggcaggae 
cgccaaaaaa 



actgcggcct 
actgcagcct 
actgcggcct 
gggcggaccc 
gtgecaaaga 
cagactgtag 
aagcacatgc 
ggtcccatta 
cccatgccct 
aaggcacaag 
cctgagatgg 
gccgctgggc 
actgattcca 
tcgtgccagc 
gccgtggtag 
acagtcttgg 
caggtggact 
cctggcggga 
tgcttccaaa 
tgctgtcaga 
taaatgattc 
cccgtctccc 
aaaaaa 



ccattacgac 
ccagtacaac 
ccagcactcc 
cgtccactac 
geagegegtt 
cgaccacagc 
ccagtgacac 
gccaggtgtc 
caaacacaac 
ccagggagcc 
aggccatgtc 
caggcacatc 
ctgggccaac 
ccagcaccca 
acaaaactct 
ttttgtttgc 
acttaatcaa 
ggcctggccc 
ttcttttggt 
ttaattccat 
tgtgcccagg 
caggtgtcgg 



tgcggcctcc 
tgtggcctcc 
catgacactt 
cgccactggg 
gecaagaaca 
aaacacaagc 
cgcggcaagc 
agtggaccag 
cccagagccc 
aactgccagc 
ccccacgaca 
ccaggcaccg 
acccaggagc 
aggecagtae 
ccttctggtg 
cctgcaggcc 
egggatgtat 
cttcctcgtc 
gcaattgagg 
gatcactaaa 
agcagctggg 
agcctgacc t 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1716 



<210> 31 
<211> 1133 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> unsure 
<222> 1094 

<223> a or g or c or t, unknown, or other 
<220> 

<221> misc^f eature 

<223> Incyte ID No: 1354891CB1 



<400> 31 

caggtaggca 

gtgaaatgga 

ttctgggctg 

tctgcttcct 

tttcaagtac 

gatgetaaga 

aacatctttc 

aegggggget 

ctggaccctg 

acccacacca 

gcaccaggac 

aacctccagg 

tctctgcctg 

tcactcagtg 

ttgggcgccc 

cccctcagcc 

ctgcccaaac 

ccctggatac 

caagtctggt 

<210> 32 
<211> 3324 



agtgagcact 
ccccaaaggt 
gtgttgggat 
gtcctgcctt 
ctgctattga 
agctatcctc 
catctcctga 
ccctacctga 
aagagacagc 
tgactcacct 
ttcattcacc 
cttccctgag 
cctcctcctt 
ctccggctct 
cctcttaccc 
ccctgagttt 
agttttcgcc 
cagtaaactg 
tctngctacc 



geagecaatg 
atgtgttcct 
tgtgtgcagg 
actggctctt 
ggagaacttg 
atcctcttcc 
ccagcctgcc 
cctcaccaac 
ctaccctagc 
gggcatcagc 
tctcagccac 
cagtcctcag 
ggcccgccat 
ctcc tcctcc 
tgcttctacc 
gctcgcgggc 
aacaatgtca 
tccactgacc 
caggcccaca 



ccactgtatc 
cactgctgtg 
ttcagggagc 
tctccaactc 
ctagatgaca 
cgacctcggt 
aatgtgcctg 
ctgcactttc 
ctgagtgggg 
aggggcatgg 
ccatccctgc 
ccccagcttc 
gtactgccca 
tcttcgtcct 
cctggggcct 
ccagccgacg 
cccaccttgt 
ageggttaac 
ccccaaagtc 



ecttgeaggt 
ggtactgaat 
aggactcct t 
tcccatcacc 
ageatttget 
cctgtgaagt 
tcctcccacc 
ccccaccact 
gcaacagtac 
gcctgggccc 
agtcctccct 
agggctccca 
ccacctccct 
cctccacttc 
ccccccacca 
ccagaaggtc 
cttccatcac 
cccataccca 
tctacagcag 



attctggatg 
gecaaagaat 
cccacctgct 
agtctttctc 
gaagccatgg 
ccctggaat t 
tgecatgaac 
gcccaccccc 
ctccaatttg 
aggctatgat 
aagcaatccc 
cagccacccc 
gggccacccc 
atctcctgtt 
ccgccgtgtg 
ccaacagcag 
teagggegtc 
tacagctccc 
cca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1133 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 1415487CB1 

<400> 32 

tagatgacaa tagtgtattt atgctgtacc ttttctatgt ttagatgtgt gtagatgcac 60 

aaatacttgc cgtggtgtta agattgcctg cagtattcac accataacat gcactgcagg 120 

cttgtagcct aggagcagtc gactctagcg tccatcctgg gtgtgtattg ggctgtacca 180 

tctgggttgg tgtaagtgca cgctacaatg ttcctatggt cataaaatca cctaacgaca 240 

catttctaac gacacgtccc tgtcgttaag caatgcatga ctgtactaac ctctcctgca 300 

gttgctcaga tggggcgagc ctactgtttg tgctagggcc ctggctgcta ggctggaagc 360 

tcatacgtct cagtgcatct tcacctccca ggtcatggtg atgcccaaat acgtttggct 420 

ggagcaccct gaagtctctg ctaccatcca agctggtttg gagacgtgaa ccagaccaat 480 

gaagggctgg ctgtacaatg attctctcgt cctattttat taacttcatc taccttgcca 540 

agagcacaaa aaaaaccatg ctaactttaa ctttggtatg tgcaattaca ttcctccttg 600 

tttgcagtgg aacatttttt ccatatagct ccaatcctgc taatccgaag ccaaagagag 660 

tgtttcttca gcatatgact agaacattcc atgacttgga aggaaatgca gttaaacggg 720 

actctggaat atggatcaat gggtttgatt atactggaat ttctcacata acccctcaca 780 

ttcctgagat caatgatagt atccgagctc actgtgagga gaatgcacct ctttgtggtt 840 

ttccttggta tcttccagtg cactttctga tcaggaaaaa ctggtatctt cctgccccag 900 

aagtttctcc aagaaatcct cctcatttcc gactcatatc caaagaacag acaccttggg 960 

attctataaa attgactttt gaagcaacag gaccaagcca tatgtccttc tatgttcgag 1020 

cccacaaagg gtcaacactt tctcagtggt ctcttggcaa tggcacccca gtcacaagta 1080 

aaggaggaga ctactttgtc ttttactccc atggactcca ggcctctgca tggcagttct 1140 

ggatagaagt gcaggtttca gaagaacatc ctgaaggaat ggtcaccgtg gccattgctg 1200 

cccactatct gtctggggaa gacaagagat cccctcaact ggatgctctg aaggaaaagt 1260 

tcccagattg gacatttccc tctgcctggg tgtgcaccta cgatctcttt gtattttaat 1320 

cttgtggatg agctctaagt acatgcccag tggatactcc atgtgacatg gtttctccct 1380 

atgttacgtg gatgtttgta acgtaagtca atgaatttta atgatcatat gttcaaagag 1440 

ctttctgggt taacgctttt cagggccaag cactataagg gtttagctgt ggcgcagtga 1500 

tgcatggcct gttgacactt gaaaatgcca gtcttttggc acttcagcac atgtgggtac 1560 

tgccactaca cacacgtcat tttatatgac cttaaggaca aagccaacaa tccacttcaa 1620 

tagctgcccc tttaggatca agaaagatgt acactgtcag agcattgtta atgagacaaa 1680 

agttgtttcc aatttaagcc ccaaaaccat ttgttgtatt agtggatggt gggtaaaata 1740 

tcattcactg aggtaatgat tccccttgag aatataactc tgtgtaggtc actggaaagt 1800 

gattgccata gggctgggag agaagcattg cactcttgag gctgtagcct gtgtcaagct 1860 

gtt tcttcag gcagcctctc aaatgtgctt tgtctctctg tgctgaggcc tggaccctgt 1920 

gctgagctgg tgactcactg tcctgacaag tggacacaca gatgcactgc tgtgctgctt 1980 

tcctgaggtg gttttctatg cctgttttcc tctgaaacat gtctgttacc cctctccatc 2040 

ttaccaagtt gaaaagggga atatttggcc acatacccct ctggttttcg taggttcttt 2100 

tggttcagaa tattgtttgt gccagtacat gaccttaact tccttcctca gagcactgag 2160 

ctgccatctg ggctattctg gggtagaagg aaggctggga gtggtgggaa ttttataaat 2220 

atttattctc ttttctttgt ttcataggag tcttgtgtta tacaaggtta gtccttcatg 2280 

gtataatctt actgatgcac tgggcctatc tttttgtttt ccagccagtt gaatagatta 2340 

gtttttctca gtaacttact atccagcaga ctggctttcc tgagacttga ggttgtggct 2400 

tatactggaa tgagaccact gtacgtgtag gtggttcaga tcctgcgtaa tggcagcatg 2460 

aggacttaaa aggtggtttt cattttgaag atggctatgt agcttgtaag gtgtatcaca 2520 

gcagtacctc tcatggcttt ttggttccag cagtgagggc attggtgaga tcaatggtaa 2580 

actgtgcaag ctttcttttt atcattagga aatgtgaaac gttggacaaa ttttgagttt 2640 

taacaaggac aaaaagttga aagaaaaggc acagttaaca aaaaagggtg gctagattta 27 00 

tcttgggtga tggaggaaat gagagaggaa tgctcttgaa aggtggtctg tggatctgtc 2760 

tgaatagaaa gagcacagta agtatgcatt gccggagaaa acgtccttga agctgcttgt 2820 

ctcatgtgta tgatgtgctt tttaaatcat gcccctcgtt gcctgcctaa tctgtgactc 2880 

cctaaaaact aactgggccc atgtagatgg ggctgcaacc agagctgaat aacatgttag 2940 

gctcacacat gcatcagcac tgcacactgg aatcattgct cttcctggac tttgtagaaa 3000 

tcagtctcaa gtgcttcaag agtctggctc ctgctacttt tatctgtcag gtagcacata 3060 

aggtttgcag ggtttatatt ttgtatagaa tcacagttgt ggagaaaaag taataatttc 3120 

tcaatgaatt ttaaaaatgg gcctattttc tatccccgtg gttcatctga tataattagt 3180 
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gttccctgtg aattcccccc ctctatggga aggatgcctt tactctttat cagtaataaa 3240 

ttatgactgt tttcatattg ccttagggtt atttccccgg gtgaaaccat tggcttttgt 3300 

gttgggtttc cttagcataa gaag 3324 

<210> 33 
<211> 1023 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1693184CB1 



<400> 33 

tggcgggaag 

gagcagggtc 

agcgcggagc 

tgctgatgaa 

ccctgttcca 

agtactgcgt 

tcgcagccat 

gctcgagcgt 

tcgccatgac 

ctgaactact 

gcctgtgcct 

gctgtgctca 

accacatgat 

gctctgagcc 

ccctgcaagc 

tcaatggacc 

ctgcactgaa 

aaa 



tgggcgagcg 
ccccggcggc 
cgacatgtgt 
gacaggcctg 
tggcacagtg 
ggtcaacatc 
cgtgttgtca 
ggcctgtgct 
ctttgccacc 
ggccctcgca 
ctggggcatc 
gctcacccac 
gcgggagaac 
tctgaccctc 
aactctgctc 
ctcggggacc 
atgagacttt 



cgacggtgcg 
ccgcagcctc 
ctgcgcctcg 
gtgctggtgg 
ctgcgctacg 
ctctctgtca 
cgctacctcc 
ctcctttctc 
cagggcaagg 
cctgactgtc 
gccctagtgc 
cagctgctgg 
ccagagctgg 
tgagagatga 
tgtgaccagg 
caagtggggc 
attctgaaat 



gggcgcgcgg 
gggagccgcg 
gaggcctgag 
tgctgggcca 
tgggcacccc 
cttccgccat 
ctagcacccc 
tgacctgtgc 
cactgctggc 
ccttcgaccc 
tctgcgtggc 
agctgaggcc 
tggagggccg 
tgtcctgccc 
ccaggattcc 
tttcaaccct 
tattaaaaag 



gcgacgggcc 
ctgaagccgg 
tgtgggcgac 
tgtgagcttc 
tcaagatgcg 
cgtggtcatc 
cctgcgctgg 
cctcggcctc 
tgcctgcact 
cacacgcatt 
ggagaacgtg 
ctggtggggg 
tgacctgctg 
aggcccgatg 
tggagctggc 
ctcccccacc 
aacagagatg 



agcgggatgg 
gggcgggacc 
ttccggaagg 
atcacagctg 
gtggctctgc 
acttcaggca 
acagtgttta 
t tggcctcca 
tttgggagct 
tatagctcca 
tttgctgtac 
aaaagcagcc 
agctgcacca 
gccactagga 
ctgagagggc 
acccagccca 
ctcaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1023 



<210> 34 

<211> 2091 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1695049CB1 



<400> 34 

tgaagccgca 

gctgggcctg 

caagcaccag 

cttcaacatt 

gggtgagaag 

cgtgtggctg 

tggggccctc 

cttcttcctg 

ccagctcaac 

gaacctcatt 

ctggaacctc 

ggtgcccttc 

ctacgacgtc 

cgtgggccag 

gggcatcgcc 

caaggcagtg 

gcccaccatt 

ccctggcccg 



gccgcccggc 
gctcccggct 
catttccagg 
gtcttctggg 
ggcgttctct 
tttgtggtag 
cgggagaaca 
gagctggcaa 
ctcttcatca 
gactttgctc 
aatatctact 
tcctgctgcg 
cggctcaaac 
tttgagaagt 
ctcctccaga 
aaagccaact 
tccgaggtcc 
gccccaccca 



taggccccgg 
ccggtttccg 
aacctgaggt 
tgctgggagc 
cgaacatctc 
ttggaggcgt 
ccttcctgct 
cagggatcct 
acaacaacgt 
aggaatactg 
tcaactgcac 
tcagggaccc 
tggagctgga 
ggctgcagga 
tctttggcat 
ggagcaaatg 
tgtccacggc 
gccgacatgt 



gcggctctag 
ggccggcggg 
cggctgctgc 
cctgttcctg 
agcgctgaca 
catgtcggtg 
caagtttttc 
ggcctttgtc 
caaggcctac 
gtcttgctgc 
tgacttgaac 
tgcggaggat 
gcagcagggc 
caacctgatt 
ctgcctggcc 
gaatgatgac 
ggggcctcag 
tttctttggc 



cccagggcgg 
tggccgctca 
gggaaatact 
gctatcggcc 
gatctgggag 
ctgggctttg 
tccgtgttcc 
ttcaaggact 
cgggacgaca 
ggagcccgag 
cccagccggg 
gtcctcaaca 
ttcatccaca 
gtggtggcgg 
cagaacctcg 
tttgaaaacc 
cagaactctc 
ctgggtggtt 



cccgcggggc 
ccatgcccgg 
tcctgtttgg 
tctgggcctg 
gccttgaccc 
ctggctgcat 
tcggtctcat 
ggattcgaga 
ttgacctcca 
gccccaatga 
agcgctgcgg 
cccagtgtgg 
ccaaaggctg 
gagtcttcat 
tgagtgacat 
actggcttac 
tgactggggc 
tataccctga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
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gccaacct tt 
gaatgaccac 
cagtcaccaa 
cactaggagc 
gccaatctgg 
agggtgcagc 
agagggtctg 
catgggactg 
cagcatcttc 
cactccctgg 
tagcgctctg 
aaggctggct 
gatcctgccg 
cacgtatgtt 
ctttcccact 
cggtaacagc 
gtcccgtctg 



aaaaattggt 
ctggctacgc 
gggccccagc 
tggcctccca 
agtgaaacac 
ctgggaaggg 
aggggtggga 
gcgggagcct 
gccgtggctg 
gtctggcttc 
gggttcggag 
gctgccctca 
ccccctccct 
gtgtaaatgg 
gttgctggag 
cactttcctt 
acaatggcgg 



agatttcaca 
cggctcttcg 
tggcccgttc 
cctctgcagg 

ggggacctga 

cggccttgct 
tgggggtcag 
gtttggggga 
cagagctgcc 
ctcccgcaac 
agtttgggaa 
gctccgcctc 
gggctggtcc 
atgaaacagg 
acaaagacat 
gagaccaaga 
ctgccataat 



taaaagtcca 
gtggcaacac 
tactcaccta 
gttatttcct 
aggatggaga 
ggggactgcg 
gacaattttg 
tctggatggt 
tgatgggcac 
ctcactctag 
tttctcagag 
atcagctatg 
agagatctca 
cccttgagtt 
cgtgatgaga 
gagtgccggt 
ccagtgtagc 



gatccacagc 
tacctgggac 
agtgccgcct 
gcacctcgag 
ggctggaccc 
gtgggagtag 
caaaagaagt 
tgactcctag 
tagagggcac 
tagagcctgt 
ccaactggct 
tgaaggggtg 
aactccgatg 
gggagcctgc 
gaaagttcgc 
gggatggggg 
taatggctct 



ttctcttgaa 
actgcctccc 
gagccttgta 
gccgctgcgg 
cgctttgaag 
agtgcccagg 
agctggaagc 
gagtcaagtt 
gccagcccca 
gcctgcctac 
caggcttggg 
tgtgtggagt 
cccctggggc 
ttcactttga 
acaatctagt 
ggagagcagg 

g 



1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2091 



<210> 35 
<211> 2888 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1802448CB1 



<400> 35 

ccggaggagg 

gctgatgcgg 

ggtccaggat 

ccaacgggga 

actgggtcac 

tgcggctgga 

gcaaaggcct 

gcctggacct 

tcaccttcaa 

cactcaccac 

tctatgccct 

agggggcaga 

gtgtctcgct 

ggcgcctgac 

tgctcgggga 

ggatgatgac 

tcaagttcac 

cagtgctggc 

tgatggtgct 

ctccggagga 

aggcaccctg 

aggcggtctc 

caatcagaat 

ggaaccagtg 

ttctgagttt 

cctccagggc 

gggacagcaa 

agccacctgg 

gcccacagac 

gagttccctc 

tggattgtga 

ggaaccatgc 

atcacattgt 



tgagcgccag 
ctggaccggc 
cctgcacatg 
gaagcccttt 
ctccatctcc 
cacccccatc 
cagcgctctg 
cagggtggcc 
taacctctgc 
cgtcttcaac 
gctcacctgc 
aggcaccctg 
caacgccatc 
tttctacaac 
gcttcaggcc 
gctgggcggc 
cagtccgctg 
cgtgctctac 
gggcggctcc 
gcccagcccc 
gatggcccgg 
ctggacccca 
acggtggttg 
tttacaagta 
ttgtccttcc 
ctgtctgcct 
tggcaaagcc 
agagggttgg 
cggccttcct 
tgacaccagc 
gaaagtgctc 
ttctcttaga 
cctgcgtggc 



gtcgccttcg 
cggggaaaca 
gcgctgaccg 
ctgctgcggg 
atggtgttcc 
ttcgtcacct 
gccgcctgct 
cgcagcgtcc 
ctcaagtacg 
gtgctgctct 
ggtatcatca 
tcgtggctgg 
tacaccacga 
aacgtcaacg 
ctgcgtgact 
ctgtttggct 
acccacaatg 
tacgaggaga 
tccgcctaca 
aaagacagcg 
ccccggggcc 
gaagcgtgct 
agaaggaacc 
ataccagaaa 
cgagggagca 
ccacatcact 
acaaaggctt 
gaagccttcc 
ttggaggaaa 
agatccccag 
accatctata 
ggttaagcag 
tcctctggcc 



cggcccgggg 
gtattttctg 
gggcctcaga 
cattgcagat 
ttaataagta 
tctaccagtg 
gccctggtgc 
tgcccctgtc 
tcggtgtggc 
cctacctgct 
tcgggggctt 
gcaccgtctt 
aggtgctccc 
cctgcatcct 
ttgcccagct 
ttgccatcgg 
tgtcgggcac 
ccaagagctt 
cctgggtcag 
agaagagcgc 
cgtacacagg 
gtggtgtgga 
agtgtttaca 
gttgccaaac 
ccctagtgag 
ctgaggacag 
cactgtactc 
gtctgcggtg 
gtgtggcctg 
gggctgctgg 
caccctgtat 
ggtcattaac 
ctgagtggca 



acacaggcag 
gaagggggcc 
cccctctgca 
cgcgctggtg 
cctgctggac 
cctggtgacc 
cgtggacttc 
ggtggtcttc 
cttctacaat 
gctcaagcag 
ctggcttggt 
cggcgtgctg 
ggcggtggac 
cttcctgccc 
gggcagtgcc 
ctacgtgaca 
ggccaaggcc 
cctctggtgg 
gggctgggag 
catgggggtg 
cagggccagc 
ctgggtgcta 
agtaatatca 
ccttctctat 
agttgaaccc 
ggacaggcaa 
aggggagatg 
ggcaggcagc 
gactgaggga 
gcagtggcct 
gtccagcttt 
atcctccccc 
cctgtccctc 



ggacgcggga 
cctctgaagc 
gaggcagagg 
gtctccctct 
agcccctccc 
acgctgctgt 
cccagcttgc 
atcggcatga 
gtgggccgct 
accacctcct 
gtggaccagg 
gctagcctct 
ggcagcatct 
ctgctcctgc 
cacttctggg 
ggactgcaga 
tgtgcccaga 
acgagcaaca 
atgaagaaga 
tgagcaccac 
acagtagtga 
cttatagacc 
gaaagttgaa 
cctctcgtat 
cttccttctg 
caaccttgaa 
gccctaccac 
ctcaccctgg 
ggaaatgagc 
gggaatgggg 
tgaacacaag 
agtccctaac 
tggtctccca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
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gcacctggcc caggtaacag ccttctgaaa gcagagccaa ggagctgctt ctctcttctc 2040 

ccagttctac ctccccagaa gccttcctcc ccaggtgggg ctgatggagc aagggtccag 2100 

actaggagcc ttccacccca gctgtgtctg gcgcccctag atctctgcaa gggaggtgtt 2160 

acagctggtt ctgagccgct tgccttgtga tggtaagaca ccaaccttta cattcttccc 2220 

tgaggttgtg gctgacagag cctgcttggc cccactgtta gtccagtgag ctcctatatc 2280 

aaaatgccgt agcgcgggtg gcttacaaac aacagaaacg tattgctcac agtcctgggg 2340 

ggctgggacg tccaagatca agaggccagc agattcggac tccgctgagg gctgtttccc 2400 

gatccataga tggtgccttc tcgctgtatc ctcaatggta gaagcacaaa caagcaagct 2460 

ccttcctgcc tcttttataa ggactccaac cctgttcatg agggctctgc ccccatgacc 2520 

caatcagctc caaaggcccc acctcctaat actgtcacct tgggggtgag aattccaatg 2580 

tgaatttgca gggggagtgg gggacacaca caaatttcgg ggccatacca cccttcacca 2640 

caccctcctg cgctcagggt ggcttgcagt ccctggccct tctggtgggc atttggtatg 2700 

tcctttctct tggggtgatt tctgatgttt ttactctata tagtgaaaag ctagggagag 2760 

cgggtcttct cccccctccc tctccagtcc cctcacaatc ccagatgggt tctaatgcag 2820 

ctgctggggc ctgatgccct gagttgtttg tgattcaata aagaatccat aagaaaaaaa 2880 

aaaaaaaa 2888 

<210> 36 
<211> 2323 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2057214CB1 

<400> 36 

ccctcagcgg cgcttcctcg tagcgagcct agtggcgggt gtttgcattg aaacgtgagc 60 
gcgacccgac cttaaagagt ggggagcaaa gggaggacag agccctttaa aacgaggcgg 120 
gtggtgcctg cccctttaag ggcggggcgt ccggacgact gtatctgagc cccagactgc 180 
cccgagtttc tgtcgcaggc tgcgaggaaa ggcccctagg ctgggtctgg gtgcttggcg 240 
gcggcggctt cctccccgct cgtcctcccc gggcccagag gcacctcggc ttcagtcatg 300 
ctgagcagag tatggaagca cctgactacg aagtgctatc cgtgcgagaa cagctattcc 360 
acgagaggat ccgcgagtgt attatatcaa cacttctgtt tgcaacactg tacatcctct 420 
gccacatctt cctgacccgc ttcaagaagc ctgctgagtt caccacagtg gatgatgaag 480 
atgccaccgt caacaagatt gcgctcgagc tgtgcacctt taccctggca attgccctgg 540 
gtgctgtcct gctcctgccc ttctccatca tcagcaatga ggtgctgctc tccctgcctc 600 
ggaactacta catccagtgg ctcaacggct ccctcatcca tggcctctgg aaccttgttt 660 
ttctcttctc caacctgtcc ctcatcttcc tcatgccctt tgcatatttc ttcactgagt 720 
ctgagggctt tgctggctcc agaaagggtg tcctgggccg ggtctatgag acagtggtga 780 
tgttgatgct cctcactctg ctggtgctag gtatggtgtg ggtggcatca gccattgtgg 840 
acaagaacaa ggccaacaga gagtcactct atgacttttg ggagtactat ctcccctacc 900 
tctactcatg catctccttc cttggggttc tgctgctcct ggtgtgtact ccactgggtc 960 
tcgcccgcat gttctccgtc actgggaagc tgctagtcaa gccccggctg ctggaagacc 1020 
tggaggagca gctgtactgc tcagcctttg aggaggcagc cctgacccgc aggatctgta 1080 
atcctacttc ctgctggctg cctttagaca tggagctgct acacagacag gtcctggctc 1140 
tgcagacaca gagggtcctg ctggagaaga ggcggaaggc ttcagcctgg caacggaacc 1200 
tgggctaccc cctggctatg ctgtgcttgc tggtgctgac gggcctgtct gtgctcattg 1260 
tggccatcca catcctggag ctgctcatcg atgaggctgc catgccccga ggcatgcagg 1320 
gtacctcctt aggccaggtc tccttctcca agctgggctc ctttggtgcc gtcattcagg 1380 
ttgtactcat cttttaccta atggtgtcct cagttgtggg cttctatagc tctccactct 1440 
tccggagcct gcggcccaga tggcacgaca ctgccatgac gcagataatt gggaactgtg 1500 
tctgtctcct ggtcctaagc tcagcacttc ctgtcttctc tcgaaccctg gggctcactc 1560 
gctttgacct gctgggtgac tttggacgct tcaactggct gggcaatttc tacattgtgt 1620 
tcctctacaa cgcagccttt gcaggcctca ccacactctg tctggtgaag accttcactg 1680 
cagctgtgcg ggcagagctg atccgggcct ttgggctgga cagactgccg ctgcccgtct 1740 
ccggtttccc ccaggcatct aggaagaccc agcaccagtg acctccagct gggggtggga 1800 
aggaaaaaac tggacactgc catctgctgc ctaggcctgg agggaagccc aaggctactt 1860 
ggacctcagg acctggaatc tgagagggtg ggtggcagag gggagcagag ccatctgcac 1920 
tattgcataa tctgagccag agtttgggac caggacctcc tgcttttcca tacttaactg 1980 
tggcctcagc atggggtagg gctgggtgac tgggtctagc ccctgatccc aaatctgttt 2040 
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acacatcaat ctgcctcact gctgttctgg gccatcccca tagccatgtt tacatgattt 2100 
gatgtgcaat agggtggggt aggggcaggg aaaggactgg gccagggcag gctcgggaga 2160 
tagattgtct cccttgcctc tggcccagca gagcctaagc actgtgctat cctggagggg 2220 
ctttggacca cctgaaagac caaggggata gggaggagga ggcttcagcc atcagcaata 2280 
aagttgatcc cagggtttgc tttgtttttt taaaaaaaaa aaa 2323 

<210> 37 

<211> 1721 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2448177CB1 



<400> 37 

cccagaagct 

caggagggag 

acgctcctcc 

cccacgccgt 

agccctgcct 

gcaacttctc 

gtgcccagga 

ttgctgcatc 

cgctgtccct 

ccttccttgc 

acctggtgat 

ctgcccccat 

tgagtgctgc 

ccgtggagtc 

ccatctccag 

ggaagtccac 

tgtatgggct 

tgctgcacca 

tctccatcca 

tccccagctg 

aggcaggagg 

tctggatcct 

gcctcaaggc 

cctcctacca 

gactcaggac 

cacctgtaat 

cgagaccagc 

aggtgtggtg 

tattcgatac 



gggccctggc 
ctgtggccga 
ctccacaatc 
gcttaggaac 
ggccgggggc 
cagctgcccc 
cggctgggac 
taccttcccc 
gtggttcctc 
tgaccagctg 
gctgacgctg 
caactccgtg 
tgggcccgtg 
gggcagcaag 
cgtgttgtac 
ccaggggatc 
gagcgtgctg 
cctgccctgg 
gttcctggtg 
accagaacca 
aggtgtggac 
ccgtggaccg 
cggggctgga 
cctacctcat 
tgtcctgtca 
cctagcactt 
ctggccaaca 
gcacacatct 
gtcgaacctc 



ggcggatctg 
ggacgccgag 
tccccaggtc 
ccttgctggc 
ccctcctcca 
agtggctcca 
gaggccagcg 
cagttcatca 
ctgggctgga 
cccctgcaga 
tacttttact 
ctgttgttcc 
gctgccccta 
cccttcaccc 
ctgctttccc 
tcctactctc 
ctcaaaaacc 
cttgtgggca 
tacaggcgca 
ggctgagcgc 
agtgatggta 
aaccgtcccc 
gcggagaccc 
tctgcctact 
actccagaca 
tgggaggccg 
tggtgaaacc 
gtagtcccag 
aagccggggc 



gacgtggcgg 
gcctggagtg 
tgcagggacc 
ctcagaacac 
cagccatggt 
tccagtggat 
tgggcctggg 
aagcctacaa 
ttggcggaga 
cctacacggc 
acaagttcag 
tcatggggat 
gggaagcctt 
ggcaggaagt 
ggctgcctca 
tgttcgcgct 
ccgaggaggg 
gcctgggcgt 
gcaccgccgc 
aggaggacag 
cggcggccct 
ccaggaacac 
cagggcctct 
caccccaggg 
actgataaac 
aagcgggtgg 
ccatctctac 
ctacgggctg 
ccggtaccca 



cccgcgccgg 
ggtggtagcc 
gagggcctac 
cagcgccctc 
ctggaagaaa 
atgggatgtg 
ct tgatctcc 
gacgggcaac 
ctcctgcaac 
tgtgtattat 
gacgcgcccc 
ggcgtgcgcc 
ccgggggcgg 
cat tggcttc 
gatccgcacc 
ggtgatgctg 
ccagagcgag 
gctgctgctc 
ctcggagctt 
gcaccaccgg 
gcatcagcct 
accttcaggt 
caggagacag 
gccacagcca 
aggccgggta 
accacttgac 
taaaaataca 
caggatttcg 
a 



gctgagtcac 
ccgagctggg 
actgcctcct 
cctccggtgc 
ctgggctccc 
ttgggtgaat 
attctctgct 
atggaccagg 
ctcatcggct 
gtcttggcag 
tctctgttgt 
acaccgctgc 
gcgctcctgt 
gtcatcggct 
aacttcctcc 
gggaacacgc 
ggcagctacc 
gacaccatca 
gagcccctcc 
atgccacacc 
gcgggtggcc 
agaccccgaa 
tgaggctgcc 
cagcctgctg 
cagtggctcg 
gtccgtagtt 
aaaattagcc 
atatcaggct 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1721 



<210> 38 
<211> 2282 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2741701CB1 



<400> 38 

cggctcgagg ccctttgtga gggctgtgag ctgcgcctga cggtggcacc atgagcagct 60 

caggtggggc gcccggggcg tccgccagct ctgcgccgcc cgcgcaggaa gagggcatga 120 

cgtggtggta ccgctggctg tgtcgcctgt ctggggtgct gggggcagtc tcttgcgcga 180 

tctctggcct cttcaactgc atcaccatcc accctctgaa catcgcggcc ggcgtgtgga 240 

tgatcatgaa tgccttcatc ttgttgctgt gtgaggcgcc cttctgctgc cagttcatcg 300 
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agtttgcaaa cacagtggcg gagaaggtgg accggctgcg ctcctggcag aaggctgtct. 360 

tctactgcgg gatggcggtc gttcccatcg tcatcagcct gaccctgacc acgctgctgg 420 

gcaacgccat cgcctttgct acgggggtgc tgtacggact ctctgctctg ggcaaaaagg 480 

gcgatgcgat ctcctatgcc aggatccagc agcagaggca gcaggcggat gaggagaagc 540 

tcgcggagac cctggagggg gagctgtgaa gggctgggcg cccctccctc cctgtccctc 600 

ttctggctct gtgtgggtcc aagtgaggcc tggactgtcc acgctgaggc acagcctgga 660 

gaggggcctt tgcacgtgtc cctacacctg gagtcctctg ctcctttctc cagactggct 720 

taagccagga gccactggct gctggtgtga gggtctgggc tgctggactt gaggcagagc 780 

ctgcagcagc tgtgtggaca ctacccagcc ctactcctct gctgggtggg tctgcagatc 840 

tcacaccaca gacagggctg cctgtgacct gctgtgacct gggagcagct tcccctggag 900 

atgctggtcc tggcttgagg ggaggggcaa gtgggaccct gccacctggg cactgagcag 960 

agggacctcc cccagctctc ttagcaggtg gagccccagg gcctgggaca gcctgccgct 1020 

gccagcaacc tcccactgct gcctagggtg cagcgcccac tgtcaccctg ccttctgaag 1080 

aagcccacag ggctcctaag gtgcaccccg gtacctggaa ctgcagcctt ggcagtgact 1140 

ggacagctgg gtgggggatg ctccctgctg gccctgggaa ccttggacag gccacctcaa 1200 

ggcccctcgg ctgcccctcc tccctgggcc tgctggggcc cctaggttct gcccatcacc 1260 

ccccgcccct gctggccttg gtgctaagga agtggggaga gcaggctctc cctggcaccg 1320 

agggtgccca ccctctccct ggtgtggccc cgtcaacatc agccacagcc cagccccatt 1380 

agtgggttag tgggtctgac ctcagcccca ctcaggtgct cctgctggcc tgcccaagcc 1440 

ctgccctcag ggagcttctg ccttttaaga actgggcaga ggccacagtc acctccccac 1500 

acagagctgt ccccactgcc ctgggtgcca ggctgtccgg agccaggcct acccagggag 1560 

gatgcagaga gctggtgccc aggatgtgca cccccatatt ccctctgccc tgtggcctca 1620 

gcccgctggc ctctctgacc gtgaggctgg ctctcagcca tcgggcaggt gcctggtcgg 1680 

gcctggctta gcccaggtgg ggcttggcag aagcgggcgg gtgtggaaga tattccatct 1740 

ggggccaacc ccaggctggg cctgcgctga gcttctggag cgcaggtact gggtcttgct 1800 

aagtgaactg tttcccagga acacctctcg ggcccatctg cgtctgaggc tgggagtggc 1860 

atctgaggcc gggagtggca tctgaggcca ggagtggcag gctggtgggc tgggcgtggg 1920 

gttttctggg ccctgcccag tactgccctg gggacttggt gggctcctgg gtcagcagca 1980 

tcccacccct gggagtctgg ccagctgagc cccagggtgg caggggcatt atagcctggt 2040 

ggacatgtgc cttcagggtt cctccggggc caccttcctc aggccagtgc tgggttcaaa 2100 

gggctgtgtg tgtgtgtgtg tgtgtgtgtg tgtgtatgta tatgtgtgtg ggtgcacaca 2160 

tctgtcccat gtatgcagtg agacctgtct acctcccaca aggagcaagg gctctgcccg 2220 

ccctctgctc attcctaccc aggtagtggg accccgggcc cccttctgcc tggcttgcct 2280 

gc 2282 

<210> 39 
<211> 967 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3487228CB1 

<400> 39 

ggacagctgg cgccggcagc agcggaccgg cgggagacgg cggcttgcga gctggctgtg 60 
ctgcaggagc tgcggcagcc gccgtccttg cacctaagga acctctgctg ccagcccttc 120 
ctcacttttg gaaatggcgg gtgaaattac agagaccggg gaactctact cttcctacgt 180 
tgggctggtg tacatgttta acctcatcgt gggcacgggc gcactcacca tgcccaaggc 240 
attcgccact gccgggtggc ttgtcagcct cgtcctgctg gtgttcctgg gcttcatgag 300 
cttcatgacc accacctttg tgatagaggc catggctgca gccaacgcgc agctccactg 360 
gaagaggatg gagaacctca aggaggagga agatgacgac tcctccacag cctcagacag 420 
cgatgttctc atccgggaca actacgagcg ggcagagaag cggcccatcc tgtctgtgcg 480 
taagtcttgg ggttctcgcg ggcccgcact tccctccggg ccacagggtt ccctttcttc 540 
atggagaggg ccctggagag gctccccgca gattctggca tttcctgccc ctgggttctg 600 
aggcaggccc tgtggtagac tcaaaagagc acagggtttc agtcctgggc acagtcctgg 660 
cccctgctgg cttggccact actcagattt gcagcttggt aagttccttg acctgtgcac 720 
ctcagtttcc ccccataccc cttcctgtta ctgagatgat taaatgcctg gttccttgcc 780 
tggtgcaccc tggaagctca agtagatgtc gttctgtggc atctcttctt cctcctgcct 840 
tgtgccctca tgttcataca tgcccctgcc ttgctgtctc ctccctggtc ggctgggtta 900 
ggctctgacg cctgctctcc ctttcacccc agcaggagca tctctgaatt cccttaaaaa 960 
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aaaaaaa 



967 



<210> 40 
<211> 2221 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3671426CB1 



<400> 40 

agctgtgcga 

ggatcccgga 

gtgaatgtct 

acatgcttaa 

tttcagggga 

atcacaaact 

actatgaaag 

ctggaaagct 

tcct taaaag 

caggtgcctt 

aaaca tggaa 

tacttctttg 

gttggtacac 

at tggatgta 

agccattaaa 

ttagaagttc 

tcaaccctat 

taacggagcc 

aggaaattcc 

gtttctgcta 

gagaacctcc 

gacctgatgg 

agcaaggccc 

ttgacttgag 

cagacgcaga 

atacaaagcc 

tgaaagcagc 

ttcacccgca 

cagcacatac 

cccctgtggc 

atccatttgg 

atgatgacag 

tgttatcaga 

taaaattaag 

ctctgtcacc 

caggt tcaag 

accatgcctg 

Q 



cctcttctgc 
cgtgatcgtg 
gttgctggta 
ctatgatgct 
aaaggatgtc 
tgattcttta 
tcaaagcaat 
tggacttcct 
agaaactttg 
ggatgatgca 
gtggcgattc 
tctgctctgc 
tcagttgaga 
tttatataag 
caatgtgtgt 
atggacctat 
ttggttggtc 
attgaagcat 
agcgctgctt 
tggtgctgga 
ccaggcact t 
tggagcaggt 
ttatgccaaa 
atttcagact 
ggcacgagag 
caaggagaca 
cagtcggcca 
gcggaaaagg 
agccccgcaa 
tagaggaaca 
ggatgaagtc 
caattcagga 
aaagagatga 
gtttatattg 
caggctggag 
agattctcct 
gctaattttt 



ggccggcctg 
cagttggcct 
gctggttatg 
gcttcaggaa 
agtcctgact 
acttataaga 
cctgttttta 
gatgaaaaca 
ttagaaatac 
ctaagtgata 
gaagattcct 
atcgtggt tt 
cgtgttttaa 
ctagcttttg 
gccaaaaaga 
aaggatgacc 
ccaccaacaa 
attggaaaag 
catcttccag 
aaatcagttc 
tggccacggg 
gatgccgatt 
acgtatgagg 
ggcaacaaga 
catcccacgg 
ggtggaatcc 
agcctgtctc 
cccagctcaa 
gaggtgtggc 
ccagcacaaa 
tactttgaca 
aagacttaaa 
gatgagataa 
tgaagctt tt 
tgaggtggta 
gcctcagtct 
gtatttttta 



ggcaggtgtc 
tatacaggat 
ctcatgatga 
caatgagaaa 
tgtcatgtgc 
ttgatgagtg 
ggagatactt 
aaggcgatat 
agaagtttct 
ttttaattaa 
ttggagtgga 
tagtggctac 
tcatcagctt 
cacagcatca 
tggactggac 
catgccaaaa 
aggcacttgc 
gaactgggga 
tgctgataat 
atgtgctgag 
atagaagacg 
tccattatag 
gtagaagaga 
gccctgaagt 
tggtacccag 
tggggaaggc 
tggccaagac 
gtctgaagcc 
tggaccacgt 
cgacagcctc 
gctagcaagg 
tatgaaagca 
gacttgttta 
ttgaaatttt 
caatctcggc 
cccgagtagc 
gtagagatgg 



ttcctcgaga 
gctgtgttct 
tgactggatt 
atctcaggca 
tgatgaaata 
tgaaaagaaa 
aaataagat t 
gcattatgat 
caatggagaa 
ttttaagttt 
tccatataat 
tgagctgtgg 
tctgttcagt 
ggctgaagtc 
tggaagtatc 
atactatgag 
agttacattc 
atttattaaa 
tatggcat ta 
acatataggc 
gcaggaggaa 
gggccaaatg 
gattttgaga 
gctccgggca 
tcataaatca 
acaccgaaag 
acatcaggga 
gcaggcagcc 
ggacaggatc 
aagtctcctt 
cgacatgcaa 
aattgaacac 
ttgactagcc 
actttttttt 
tcactgcaac 
taggattaca 
ggtttcacca 



ggcaggcagg 
t tgctccttt 
gaccccacag 
aaatatggta 
tcagaatgtt 
aagagggaag 
ttaattgaag 
gctgagatta 
gactggaaac 
catgattttg 
gtgttaatgg 
acatatgtac 
ttgggatgga 
gccaagatgg 
tgggaatggt 
ctcttactag 
accacatttg 
gcactcatga 
gccatcctga 
ggtcctgaga 
attgattata 
ggccccactg 
gagagagatg 
tttgatgtac 
cctgttttgg 
aaagcagtac 
atacagaagg 
cagaccaagg 
cggtcagcag 
cgagctttat 
ctgttgttga 
atcgggtgtt 
aatatgtcat 
gagagtcttg 
ctccacctcc 
gatgtgcatc 
tgttggtcag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2221 



<210> 41 
<211> 2001 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 4020882CB1 



<400> 41 
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ctcactagtc 
ggcttccctg 
gagagagtac 
gtgatgctgg 
atggtctggt 
cagtgccggc 
acaccctgca 
gcgtgctgcg 
aggaccggtc 
cagctgatga 
aggagctgga 
ccccgcggga 
gcatcgcagc 
accaggccag 
ggactggcgt 
caaccacctg 
cgtggaggaa 
cacgaagccc 
ttcacagcac 
tccaaagatc 
cggctctctg 
caaaaaagtg 
actcttctgt 
ctgcaagacg 
ctgcactgct 
acctgcccct 
gaacgtgtct 
ctaggatggg 
tgctccggaa 
cgcctcccaa 
tggaaatgag 
taaagtgcaa 
atcacagaca 
aattatcttt 



ggcggccgct 
aggcaagtgt 
catggatggc 
caagaggaat 
gtctgtttac 
cagcctggac 
gcagtcagtg 
ctcctggggg 
gcccaccaaa 
cataaaaatc 
gagcgactac 
ccacctgggc 
cttctact tg 
caccagctcc 
ctatgtgggc 
tgagcttcct 
gcaggcatac 
tgggatttcc 
tgtgtagagc 
ccagcccgca 
cagcctgcca 
tttatttttt 
ctgtggccct 
agaatggggc 
ctgcagaccc 
ctttctttcc 
acactccaca 
gaggcaggcc 
actcgaggca 
tcaccgcgct 
atgggcct ta 
ctcttgct tc 
ttttaatacc 
taaaaaaaaa 



tgggcgcact 
aacctacatt 
atcattgaac 
ggtttaatta 
ccagcgcccc 
agcagcagga 
gagtcccgct 
gacggtgtgg 
gacagcctcg 
cacaccctgt 
tcaagcgaca 
ctcagtgtct 
tcccatgaga 
cggcgggccc 
gtggcgtggc 
gcgaatggag 
cgcatgatgc 
tacccatgga 
accagacaga 
aggctgtctc 
gtgcccagag 
atggaatacg 
gctggagtcc 
tgggaagaaa 
attggcctga 
cttcacacca 
gctaccccgc 
accgcccctc 
ctgcagctat 
ggcggatgct 
ctctgtcgac 
atgctgctta 
atttcattgc 
a 



tgccgggtca 
cccagcccac 
agaagagcat 
acaccagaaa 
agtaccagag 
gtgagccgat 
accggcccaa 
ccgccgactg 
agtacccgga 
cctacgatgt 
cagagagtga 
tctccatgct 
ccaacaaagc 
tattcctggc 
cgtggccctc 
ggggagcacc 
tgtacagtac 
tttattttgt 
cgggcactgc 
tggatggatt 
tgccaccgca 
gtgcaatagg 
tt tgtgcccc 
gaggcaacac 
ccctgagaag 
ccccagcctc 
agcaatacgc 
ccaagactcc 
gggcactgcc 
caccccgtca 
taaatgaata 
agttaccaga 
tgttttacga 



ccttgtcccg 
cagcctgacg 
gctggtgcac 
cttgatggcc 
ccaccgggtg 
gcagcagctg 
catcatcctc 
ctgcgagacc 
tgggaagttc 
ggaggaggag 
ggacaatttc 
ctgctgcttc 
cgtggccaag 
agtgctgtcc 
atcgcctacc 
cggggccagg 
aaatgattgc 
ttttatcctt 
taatccttcc 
ctggtggatg 
ttagcaatat 
cagaggacaa 
ccggagtcca 
cacggctggc 
cagagccagc 
aggatgtcaa 
actcttggga 
tcaagaaaga 
tcagcctaaa 
taagcagaaa 
gctattttct 
tgaatgctga 
gtgttcatta 



gaggagaaat 
cccagccagg 
agtaaaatca 
gagagcagag 
ggggccagca 
ctggacccca 
tattcagagg 
accttcatcg 
attgacctct 
gaggagttcc 
ctcatgatgc 
tggcctctgg 
ggggacttgc 
atcaccattg 
tctccaagaa 
tctgtgtgga 
caaatgatgc 
taatttcatg 
aaaggaaagc 
aatggcaacg 
acaaacagtc 
gggacacatc 
cacgccttcc 
aggagccccg 
aaagcccggg 
gccacctccg 
cctcgctgat 
gccccgcggt 
gacacagggg 
ctagtgatcc 
tgtcattttt 
gaaataagta 
cttaacaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2001 



<210> 42 
<211> 1170 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 4069777CB1 



<400> 42 

gctcagcatc 

ggccaagcgc 

cagcctgata 

atgtcattgc 

ccatctgttg 

ctgtgaatgc 

tggtcagaat 

ctgctgcctt 

agaaacattc 

ctgagaaagc 

cgtattcaag 

tttcagctcc 

tgggggcggc 

actagcaaag 

ccacggtctg 

tcctcaaaaa 



ggggtctgtg 
tcggccgtct 
agcatccttg 
cctggtgagc 
tgtctatggc 
catcacatat 
gagaatcatg 
tgttgcttat 
aggccggcag 
agtcctatct 
gtctgagtgc 
taccagcaga 
gtcagccaca 
aagcttggaa 
ccctgcaaaa 
aaagaacttt 



tccgagtggg 
cgggcgtgct 
aacatcagct 
caggtcttgc 
ggagttctga 
tacatcatcg 
ggcctctggc 
actgcccggc 
cagcagcaga 
tcagtggcta 
cacgtggact 
ctatcagtga 
ctgatggtgg 
atagaaagcc 
acaccaatgg 
ggctgattcc 



gatggctctg 
cagcatagtt 
ggggcatatt 
cggtttatag 
gaggaactgg 
gcctaccact 
tgggcatgct 
tggactggaa 
gagcagagag 
caggcagttc 
tcttcaggac 
aacagctggt 
ggctcacggt 
aggagtggct 
ggtctagtgc 
ttgtggtgac 



ggggctgcgg 

ggcatttccc 
tttaccaatg 
tgtctttcac 
gaagcaggcc 
gggcatcctt 
ggcctgtgtc 
gcttgctgca 
cactgcaacc 
ccctggcatt 
tccagaggag 
catccgccgt 
caggatccta 
gtccccagta 
aggtggacac 
actcagaggg 



atactgtgca 
tggtcctggg 
atgagtagag 
gtgtttgagg 
tttggtgccg 
ctgacctttg 
ttcctggcaa 
gaggaggcta 
agacctgggc 
accttgacaa 
gcccacgccc 
ggggctgctc 
gccaccaggc 
tgcaaacaca 
tttgaaccac 
gtctgaacag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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acttgacaat tctgttctgg tcaagctgga gttttcttct gtgacttgga ctgctctaca 1020 
gaagacatca gccaactgca cgagtcagag tccagggatt gtcactatta ttaataatgt 1080 
aaatggcttc aaatgggaca ctgcagataa aatcacaaaa accactgtta tattaaagat 1140 
tacacatttc ctgggcaaaa aaaaaaaaaa 1170 

<210> 43 
<211> 1912 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 5309830CB1 



<400> 43 

gaccccgggt 

ggcctggacc 

cacgctctcg 

gcacagct tc 

cctggctgcc 

cccccagcag 

gaccagcctc 

gggtgcagtg 

gctgagccag 

tgacctcctg 

gttgatcatc 

ctacaaacac 

gatcctctcc 

ccctcgtggg 

cattgccgtg 

cagcgtcacc 

tgtcatctgg 

tggcttcctc 

gggccgcctg 

tggcacccgc 

ccgggtgctc 

tccccaaggc 

agataacaac 

ccccacaagc 

agctaaatca 

tagattatca 

aaagtcagtg 

tcaaaaaaga 

tcccagcact 

cctgggcaac 

ggctcacacc 

ggagttcctc 



gacggggccc 
aagtaccagc 
gcaaaatggg 
cagcatccct 
ttctacctcc 
cccttcaacc 
atgtatgtgg 
atcatattca 
tggctgggca 
agcaagcacg 
atggcccaga 
aatgtgcacc 
ctgctgctgg 
acactggagg 
gcactgctgg 
aaggaactga 
gcactgagcc 
atactcctta 
tccaggggcc 
actcccatca 
cttctccctg 
ctcaccctgt 
acccaagtcc 
ctgagtgcag 
tgaagttgaa 
tagttatcta 
agcaaattta 
aaaaaaaaaa 
ttgggaggct 
atagtgagac 
tgtaatccca 
cctcctcagc 



ggcgccgcta 
tgttcctggc 
cggacaattt 
tCctccaggc 
tccgatgcag 
ctcttctttt 
ctctgaacat 
ctggcctgtt 
tcctagccac 
acagtcagca 
tcatcgttgc 
cactgcgggc 
tgcccatgta 
atgcattgga 
gcaacatcag 
gcgccaccac 
tggcactggg 
taggcactgc 
ggcccctggc 
atgatgccag 
agactgaggc 
cccctccctg 
tctttttctc 
tggcagacct 
ttgtaggaat 
gtttatgagt 
aaccagaact 
ttaaaggttt 
gaggcaggcg 
tccgtctcta 
gcactatggg 
ctcccaaatc 



actggagcga 
cgggctcatg 
catggccgag 
agtgggcatg 
agctgcaggg 
cctgccccca 
gaccagtgcc 
ctcggtggcc 
catcgcgggg 
caagctcagc 
catccagatg 
agttggcact 
ctacatcccc 
cgccttctgc 
cagcattgcc 
ccgcatggtg 
ctgggaggcc 
cctctacaat 
agaggagagc 
ctgaggttcc 
cacacaggct 
cagaaccccc 
actaccacct 
cagctctctg 
ttaccaccgt 
cataagctag 
ccagcctggg 
tggactggat 
gattgcttga 
aaaaaattta 
aggccaaggc 
actgggacta 



accccagcgt 
cttgttaccg 
ggctgtggag 
ttcctgggag 
caatcagact 
gcgctctgtg 
tccagcttcc 
ttcctgggcc 
ctggtggtcg 
gaagtgatca 
gtgctagagg 
gagggcctct 
gccggctcct 
caggtgggcc 
ttcttcaact 
ttggacagct 
ttccatgcac 
gggctacacc 
gagcaggaga 
ctggaggctt 
ggtgggcccc 
agggcagctg 
gcagggtggt 
gacccctcct 
agtgtatctg 
atttgattct 
caacagagca 
gcagtggctt 
gcccaggagt 
taaaaatgac 
aggtggatca 
cctctgtgag 



ccgccgacat 
gctccatcaa 
ggagcaagga 
aat tctcctg 
ccagcgtaga 
acatgacagg 
agatgctgcg 
ggaggctggt 
tgggcctggc 
caggggacct 
agaagttcgt 
t tggctttgt 
tcagcggaaa 
agcagccgct 
tcgcaggcat 
tgcgcaccgt 
tgcagatcct 
gtccgctgct 
gactgctggg 
ctactgccac 
gaatgcccta 
ctgccacaga 
gttacccagc 
acagcactag 
aatcataaac 
tcaaagaaga 
agactccatc 
atgcttgtaa 
ttgagaccag 
cgggtgtggc 
cctgaggtaa 
cc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1912 



<210> 44 
<211> 2022 
<212> DMA 

<213> Homo sapiens 
<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 306263CB1 

<400> 44 

agattactaa agaacaaaga ctacgaagag aaagccagta ccaagagaac 
tggtagtaac aaacggcgga gtggaacatg atctggatca gattgactac 
gcaccgcaga ggaagaggag gccgaggtga gacagcccaa gggaccagac 



cgcggcagtt 
atagacagct 
ccagacagcc 



60 
120 
180 
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ttagttcaca 
taaagccagt 
aaaacagggt 
tgtcacacac 
gagaggctca 
agagagatgc 
acccgctcct 
ctgatgatag 
caacagaaac 
agcctcagcg 
gtcatgcttc 
caggacagaa 
atattgagta 
gtgttgttct 
ttccctcacc 
tcctagaagc 
tccttcagct 
actcagaaga 
actgtactgt 
agattgcact 
gtttgcctct 
ctctcctgga 
ccccaggacg 
gccagctatc 
cctaacagga 
gaattttttt 
agcacctaac 
atcttctgtg 
ggtctgctgg 
cagattcaca 
gcactccagc 



gtttatggcg 
agccattagg 
tccagctgag 
agacctggaa 
get tgetgee 
tgtcctggac 
agatggcgta 
tgccttgtgc 
agttcatcat 
ccctgaaagc 
accccttcct 
ttcaagacag 
ccggttgaaa 
ttgccatttg 
agctgtacct 
t tgcagaaaa 
aaacctcagc 
atccagtttt 
gatgttaact 
ccggtgactt 
ccacatttta 
acttgcccca 
gtgggcactg 
tgcttaaaca 
atattttget 
acgaagacac 
ttggctgtgt 
t taggcacaa 
tttctaaact 
t tcagtagag 
actggcaaca 



tatattgaac 
gagtttcaaa 
ccatcttccc 
cttcatcaga 
ctgcagtatg 
tttgtcaaac 
gatggtgagt 
atgagtgatg 
tcccctgcat 
ttccttttcc 
ccatctgctg 
agagaagaag 
gtgtctctac 
gecaatcatg 
aaattaacaa 
attggtgtac 
gttaaaagaa 
gtctgtctct 
ctctgtgtgc 
tctgcctcat 
gaagagaaag 
cccaagcaac 
gcctggccaa 
aagctcttgt 
tcatttctcc 
cattggtttt 
tttcctggag 
gcatgctgtg 
tggttgttca 
ctggggtaag 
gacaggatcg 



ageggegaat 
aaacagaaga 
tcctgtcact 
gaagggagca 
aggaggagaa 
aaaaagcatc 
gccccttccc 
acagacctaa 
attcttttcc 
gagcaggtgt 
cacctaccac 
agctggaatt 
cttgtgatct 
tgcgacctcg 
tggcgaaatg 
ctcaggacaa 
ctgttgaaac 
ctctgcagct 
tttattactg 
tcctgtgctt 
gtttgageca 
agcagcacca 
aacaaggaac 
gtgttctcag 
attttagggg 
ctcagatgaa 
ageaggegtg 
ccattgtttt 
ttagactctc 
gectaggaat 
gagggeggea 



ctctcatgag 
tatgagaaga 
atcagcaagt 
gttagtagag 
aataaggacc 
acaaagtcca 
atccagaagg 
tgctctatta 
tgetgetate 
cagggcagaa 
tgattctaca 
aatagaccaa 
eggagcaget 
atctgtccca 
caggegaaat 
tctttgttcc 
gctcctttct 
tctgggtttt 
gctcttcccc 
ggtaaaggag 
ggttgcagtg 
gttatctget 
aggacaccgt 
aagggaccgt 
aggttatttc 
acttctct ta 
tttcacgtgc 
tacctggtct 
ctggagtatt 
ctgeatttte 
ac 



<210> 45 
<211> 1877 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 483751CB1 



ggttcaccag 
tatttacatc 
cacaatcagc 
cgcactcgga 
aagcagatcc 
caaaaacagc 
tctcagcaca 
agttcacctg 
cagagaaatc 
accaacaaag 
gat tccataa 
ctgegtaaac 
ctaactgacg 
agcattcatg 
gtggaaaat t 
ccttccgaca 
cttggggcac 
gtggcatttt 
getegctgaa 
gagcaattat 
aeggtccagg 
gtttgaggat 
gattgetget 
tcccatgatt 
catttccatt 
ctgaaaaccc 
cagaaagcac 
caagacaact 
tgttaaaata 
aacaaccact 



240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2022 



<400> 45 

tgacggccgc 

ctgcggccgc 

tacggaggag 

catgggcegg 

gctggccttc 

ttttgagttt 

cactccattt 

tttgggaaca 

gacttcagct 

tgactttatc 

taccactagg 

tgttacctaa 

aatttgttaa 

tttatcaata 

ttaaataata 

tgtttttaaa 

ttcttttact 

attcatctac 

gcttagatta 



ctcccggcta 
cgcgctcccc 
gacccgggcc 
ctcccattgc 
atctgtgaag 
gtaagctgea 
tatgagagag 
ggatgtgtgt 
gagattgetg 
actatgetgt 
gctgaagccc 
ggtagtgacc 
ttgtttaaac 
ttgtgtcagt 
attgaaactt 
tcacacagct 
aggcttagct 
ttagaaattg 
tgttctgtta 



ceggggaett 
ggcccgaggc 
ccgccagagg 
tccggcgcgt 
aagttgtatc 
gtgectttet 
. ttgataccac 
ttttgttggc 
caattgtgtt 
atgaaaaacg 
tcactgagcc 
ctgcattgtg 
cacttctttt 
caccacaaag 
atctcaaatg 
caacggttga 
tccaaattat 
ttttattttt 
atgggaattt 



ctggagtccg 
gatggagaac 
cccccggagc 
tctcaagggc 
acaatgtact 
tctgagtctc 
aaaagtaaaa 
atccatcatt 
tggatttata 
acaggagtcc 
acttaatgee 
gtgectgage 
ggagagcaag 
taggecagat 
gagattttgg 
taaatgattc 
gctttatagc 
aaattaattt 
aacatattta 



agaagtcaac 
ggagcggtgt 
ggcctcgctg 
ttgcagctgt 
ttatgtggag 
cttatactga 
teateggatt 
tttgtttcca 
gcaagtttta 
cagctgagaa 
taaagactct 
cctggcagaa 
gggaaggtca 
aagttaaaaa 
tgggaggagg 
tgtcattctg 
tgtataaaca 
gcttagctgt 
agaaaccaat 



ggcgcggttg 
acagccccac 
cctacttttt 
tgctgtctct 
gactttattt 
ttgtgtattg 
tttatattac 
cacatgacag 
tgttcctact 
aacctgaaaa 
ggggagcaga 

gctct tgtaa 
agaaggcagt 
aaattttttt 
agaaaacaat 
ttacaggtca 
tegtgattat 
ttgttttgat 
at ttaaaatg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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ttggtctagg tttttttcct taacatatat taccaggctt tactgtattt cactcagcct 1200 

taaatgttat aatatttttg gataacggtt attaattctt tgagaccttc gtatagccta 1260 

taaaatgtat gggagatgtt ggtattttat gtgtataaaa gcaacaatat cagcaacttc 1320 

gtgtttatac tgcaccttgg ttgttgatgt caagtaaaaa aaagattgtt ttgtaacaca 1380 

taaaaaaatg gaagaaactg ataccacacc taaggaccaa agataagaaa gactttttgc 1440 

ccaagacagt gaaagtaatt ataaaaacaa gctttgacca cttaccaagt atctgaagag 1500 

atgagttcat actatgattt agaaagtggt tcaattcccc tgttggcata tgattatttt 1560 

tactaaaatt aatacagctc tgtgggtctt ccttagtgtt ttctttgaag ccaatctgtt 1620 

ttttttagga caccagcctt tggtttttca tctgttcgag atgcctcttc tctgtctcct 1680 

tatcagatag aaatggagtc atgtgctgct gcttcatcta gcagaggttg gcctctggct 1740 

ctgacacttt ttgtcagttg tctttaggtg gtcctgaatc ttgggccctt ttgattgtga 1800 

atactgtgta gcaggatctt gagagtcctt gttcttacat aggcattgct ctagtttgtc 1860 
tttggcaaaa aaaaaaa 1877 

<210> 46 

<211> 2382 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 727332CB1 

<400> 46 

tatcagcagt aagtgctttc atatttttgt tcatcaaaag tgaaatacca aataacacgt 60 
gttccatgga taccactcca ttaataacag agcatgtgat caacacaacc caagacccct 120 
gttcctgggt ggataaactt tctacagtac accaccgcat agtgggctgc agtcttgcag 180 
tgatatctgg agtactctat ggatctacat ttgtgccaat catctacatc aaggaccaca 240 
gcaaaagaaa tgatagtata tatgcagggg caagccaata tgatttagac tatgtgtttg 300 
cgcacttcag tggcatcttt cttacaagta ctgtctactt tctggcctac tgcatagcca 360 
tgaaaaatag tcctaaacta tatcctgaag cagtcctacc aggattcctg tcaggagtac 420 
tttgggctat agctacctgc tgttggttca tagcaaatca ctctctgagt gctgtggtca 480 
gttttccaat aatcactgct ggtccaggat ttatagctgc aatgtggggt atcttcatgt 540 
ttaaggaaat aaagggtcta caaaactacc tattaatgat acttgcattt tgcatcatct 600 
tgactggagc cttatgcact gctttttcta aaatctaaca atgacaaaac cagcaggtgg 660 
cagcagtagt taagagaacg cgtctatcgg acagcggaga gatcatgctg agaaaagagt 720 
gcattttcat atagcaaatg gatctcagcc actgttggag tgggtaaatg atttttttcc 780 
ccaaaaatgt gagaatgaag gaagattgag tttcattcaa gtataaaaat gaaaatttct 840 
tctgatgaac tgtttatgaa ggtagtactt tactgggtga ctaaaatgtc tacattatta 900 
tagcattaca tacgaggatg ctctttttac cacagtatgt acctagtgtt gcataatcta 960 
gaacacagta tagagtccat atacaaagaa gttacagtcc atatttctca cctattaccc 1020 
cagtgaagtg aggcagaaat accttgggcg aggagggaga gccttacctt ctaatggaat 1080 
tagattccaa agatatttgg atcctttgtt tcataaagta aatgcatagt tggtaactaa 1140 
atgttaaaaa ggccatttta ttattgttag ccaaaacttc tgtttatttc aagttaatat 1200 
cgcccaactc tacatcatct acccatttta gctcataatg cttttgatta tcgccagata 1260 
aagtccattc tcagagaaca aaaatttttc atcattgaga aaatgtgcat aacataatac 1320 
atacatacac aagtatattc acgtacataa atacacacag atatgttgct aaagtgagat 13 80 
tgtaggttat cagtaacaat ttaaaggaaa caaccactct tttgaatgta caactttttt 1440 
ttctgaaata cacttttcta aaaccctctt aactggaggt ttcctgtttt cttcttgttt 1500 
taactggtgg tttccagtag gcaaaataaa atgacaggca tgctagtttt tttttttttt 1560 
tttttttttt aagaaaactg aaattaagcc aggcagggtg gcgcactact ataatcccag 1620 
ctgctggggc ggctgaagta ggagggtcac ttagcccaag agtgcaaatc tgccagccta 1680 
ggcaacatag caaggtccca tctctaaaaa agaaatttaa tttaaatttg taagaaaaaa 1740 
gaaaactgaa acagaactgc cagtacaatg tttgttgcaa ttgtttccaa aactttgaaa 1800 
taacgaaacc cctattcaaa tgtaaatttt acccattccc acctgatagt actgtttatt 1860 
actttgctat gcaggagaaa caaaacagct ttttatttgt gtgtatactc tgaagtcaat 1920 
gtgcatgggt taaatcccac ctctgcttca ttttatttgt gtggctttgg acaagttcct 1980 
aagccctctg tgtcaggccc ctcattaaca aaatggagtt tatgatggca tctacctcac 2040 
atggttattg tgtggttgaa attagttcaa atctgtaaag tatgttgatg agtatctggt 2100 
acttggcaaa cactatataa ttgttagctt tattattatg tgttgtttga agggaaaaaa 2160 
agtttttgta gattggagaa caccatgtaa gagctactaa gctcaccacc ttcccatcca 2220 
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aacaattatt actcctctaa atgaatacta cttaaaagtg atggagcttc tgtttgttta 2280 

ttgaattgct aatacaaata aatatttgac tataacttct tatactcatt ttaattttaa 2340 

cctgaaatgt cattaaatta tgctgataaa ctttgaataa at 2382 

<210> 47 

<211> 2383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„f eature 

<223> Incyte ID No: 778800CB1 



<400> 47 

cttacaatca 

cagcattcat 

ctaaggcagg 

tactcacttt 

cagtcctcaa 

ttcatcaaga 

aggcagtaga 

ccttgttgct 

gttgtcccct 

accacagaat 

tccccctgtg 

tcattatggt 

actgtgattt 

ggtcctacag 

tgctggtgcg 

cttcagatgt 

atctgctcat 

cggagaagtg 

tatttaaact 

gttatgaact 

tattttcata 

tttgtatact 

acaaggtgat 

gcctgtccag 

aacacatctc 

tcattatctt 

gttgcctacc 

ggaaaagagt 

gtaggcttcc 

atacttttga 

tccacttctg 

gaagtcttta 

agctgagtgc 

ggagagtggg 

caatggcgtt 

gtactcagat 

gtttatgagt 

cacttgtcat 

ttttctgtgc 

tatgaagtaa 



tcctgcttct 
cacagtgatg 
tgcagcatca 
gtgtggatgg 
tctccttttc 
tagtagagca 
ggaaagtgcc 
ggagtcgcta 
atctccagac 
caaggaggtt 
ttttgtgaag 
gtggatcaat 
gctacataaa 
caatgctcca 
gcacagcaga 
atctcatgcc 
ccttattgag 
gaaccacaca 
tctccgggac 
caagacaaac 
cgttctattt 
attatgtttt 
gtgatctttc 
taaagagatt 
atgtattact 
tagccctcag 
agcacccatt 
gggttaaagt 
tttctaagat 
ataagctact 
cttccaaaga 
gactgcccac 
aaatgccatg 
caagtcctca 
atgtttggag 
aatttatatc 
attagccttt 
ctaaacttat 
tgagtttggt 
aaagaccaat 



tgtacatcac 
cttgcgagga 
atgattcact 
gtactttgtt 
cttggctacc 
catcttcttc 
tcgactgtgg 
aaagaacagt 
ctcattcgca 
ctcttcaact 
agtacccagt 
gcttttgtca 
tcagctgctc 
cagcacattt 
tgtttatata 
cgcttttatt 
ggcagtgtcg 
ctttccatgg 
agaatagtat 
taagctgcct 
ttttcttgtg 
gaaagtcggg 
atgtgttagt 
gatttgtttg 
tgacacagta 
ctggccagta 
ctcttttagt 
cctaggtggg 
acggactcag 
atcctgaggc 
ttttcctctt 
attcatgaag 
tgggctagag 
gctgaacaat 
ttatgagggg 
caaaatttgt 
taagttatgg 
gagacct tgt 
ttgttacact 
cgtgtcgttg 



tgaatt t tea 
ggcttgtatg 
acatggt tct 
ggaccctcgt 
cgtttggtgt 
tcacagacta 
gaggcttggc 
ttaataatgc 
atgaagtaga 
ccctcttcag 
actatgacat 
tgctcaccac 
acctgggcaa 
ggtcagaaaa 
gagccatggg 
tcttatttca 
tcttctatca 
ctctcatcct 
taggcagggc 
ctcaacaatg 
atttttataa 
aagagtaagg 
atattcgaat 
tatggctctg 
cctttggtat 
ettattgeta 
tcagctggct 
gttctctttg 
ctggtctatt 
tgagggtttt 
agttgtttga 
aagatgatgt 
tatgggaagg 
cttggatgta 
aagtgaaaga 
gttttaaatt 
gaggtgatat 
cttagagaat 
gtgaagcttt 
aaaaaaaaaa 



tctcat tgat 
ggctctcatc 
gatatcagct 
caatctcttt 
ttatgttcct 
caactatgtg 
caaatccaaa 
cacacccatc 
atgtctgaaa 
tgectactat 
gcgctggtca 
gcaactgttg 
gtggcagaag 
tacaatatgg 
gccttacaac 
tcgaccatta 
gctctattcc 
cttctgcaac 
atactcctac 
agggagaact 
atatttaaga 
gatattaaat 
aatatacata 
gaataactca 
gtctgctttt 
aagaaaggga 
aatagtattg 
ttgcctacca 
ttaccctgtg 
gctgccactt 
aataatactt 
gtggctggat 
ttgaaaattc 
gtctagcagc 
taagaattac 
tcatactcca 
acttagtcca 
ctaaaatata 
tggtgaaaca 
aaa 



tatcatctgg 
tcagaggcta 
cgcttggtac 
egaagecatt 
ctttgctgtt 
gttcagcacg 
gactttctct 
cccacccaca 
gcagatttca 
gttgeattte 
tgtgagcacc 
ccatccaaat 
ttggaacatg 
cctcaagggg 
gtggcagtgc 
aggctgttaa 
ttgctgcggt 
tactatgttt 
ccactcaaca 
cagataaaaa 
tattttatat 
gtatccgtaa 
tgagaggtat 
ttcgtttatg 
ctttcaatcc 
gatcaatgga 
gaatacattg 
ggagaaagca 
acatttaaat 
ttcctgtgtt 
tgccagacag 
cagtaggaga 
caagtaactg 
aacccaccta 
ctacagcttt 
gaactttcat 
ttgatgttgt 
ttgtcatatg 
aaataagact 



60 
120 
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1440 
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<210> 48 

<211> 1344 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> misc_f eature 

<223> Incyte ID No: 1396995CB1 



<400> 48 

cacgcgtccg 

gacccaaaga 

tgtattcttc 

aaccggtaag 

gcctggtatg 

ttatcttcta 

tccagtgcct 

cacatcatca 

cccacagaaa 

tttctttgtc 

tgggaaagaa 

gccccaatag 

ttcatacatt 

aggatcaact 

tcttcaaagt 

acttcagaac 

ctacttacat 

catatgctta 

aaagaaattc 

ggttctgtgc 

aaggagaact 

gtatgtcgag 

taaattaaac 



cccacgcgtc 
aagtaccaca 
tagatgtcaa 
caaattggga 
gtcttgtggt 
ctgtgttgaa 
ggccactctg 
gctgctactt 
gggctacggt 
ttctacccca 
attcaatctt 
tagccaaagg 
cttgttccaa 
ttttctcctt 
ggaaaaacaa 
aaggtctctg 
cctctatatt 
gcatacttct 
tcagctcccc 
tactatccct 
ctaatagcaa 
ttctgtaaaa 
agaaaaaaaa 



cggcagcatg 
tagtggtagt 
aggaaaattt 
attttaaatt 
cttggattga 
atggtattat 
aacacataaa 
gaagtggcca 
agagacatgt 
gtgctaccta 
gttttctctt 
aaaaaggggg 
taggagttat 
gtagaatatg 
ttaaaagcat 
ggaaatttaa 
catggtaatg 
ctagcagt tt 
caaattaggt 
ataatgccca 
tataacaaga 
tttaggtgac 
ttgc 



tatgtgtcca 
aaatattgat 
tgtgaggacc 
atcaaaaatt 
acaaatgttc 
tataggagtt 
tttgattact 
gtctgtgccc 
atggtatctc 
cctaaagacc 
ttattattgt 
aagatgatag 
gggaggaaaa 
tgtcatcaca 
ttcctatcag 
gcgggtatgt 
acagatccaa 
gaggtgctaa 
atctcaggag 
ggatggagga 
tattttgtcc 
taactcttct 



gtcttcatta 
ttcagccacc 
actgtatatt 
ttttttttcc 
actaaacaaa 
tgtttggcaa 
gcaacatcca 
aactactgaa 
gtatacacag 
tctggtactc 
attctctatt 
tttgactaaa 
attattccaa 
ttggcagaat 
atcagtacca 
tcctgtaatt 
tgaactttag 
ttttaggtat 
gtgtagtatc 

gggggaaggc 

cttctagttg 
ttaccatata 



tcaactatat 
aacagactca 
acagcactct 
tggtattgta 
catgcattaa 
gaatgagtat 
aatggaggac 
ctgttcagag 
gcatgcctta 
ttccctttcc 
ctacagttat 
caaataccag 
gcaatcacac 
ctcatccagt 
actgtagcag 
ctgtgattat 
aatccagtag 
actttcacct 
tgttatatta 
aggcctttga 
tattaaacta 
tttccacatg 



<210> 49 
<211> 800 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1597730CB1 



<400> 49 

gcgctggaag 

gcccaggtat 

ctcttggata 

tgacactt tt 

actgctgcac 

cacagaaaga 

atatgtggtg 

tagcatgtta 

atggatgcca 

gccttatttt 

tttcccatat 

cagtcatcta 

gatgtgaagt 

taaataaaac 



ccctggcggc 
aggaagaatg 
tttacaaata 
tatgctattg 
atatatgttg 
ataatcatcc 
tgtgttttat 
tcagtcatag 
atttatcctt 
gaatcatttg 
gtgctgaaaa 
tactcagaaa 
acagcattcc 
acgaggaagg 



ggcggcccat 
cgtatctttt 
tgacagtcag 
gacttgtgat 
gcattgagtc 
tttttgtggt 
tcgtcttttg 
gaatatccta 
tgtgtgttct 
gcacttattc 
tatatctcat 
gaagagacat 
agtgtgacac 



ggggcccttg 
catctattac 
attcttttca 
gcgactttgc 
aaaccatctt 
gatcaccagt 
gaatctattg 
tgctgtcttg 
tgctgaagca 
caccaagctg 
gatgctcttt 
cctcggaatc 
gagaaaagac 



gcgctgcccg 
ttaatccagt 
tttggaaaag 
caatccgtat 
ctcccaaggt 
caagaggaag 
gatatggtta 
acatggctca 
tttgccatct 
ccctt tgact 
ataggtatgt 
tttcccatta 
aggctgtgga 



cctggctgca 
tctgtggcca 
attcaatggt 
ctctcctgga 
ttt tgcagct 
tccaagagaa 
ggtacactta 
gtcaaacact 
atcaatcgct 
tatccatcta 
attttaccta 
aaaaaaagaa 
ttcagtgcag 



<210> 50 
<211> 1505 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc„f eature 
<223> Incyte ID No: 
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<400> 50 

ggcggcgggg 

gtagctggtc 

ccctggctcc 

tccatcactg 

gtggagaact 

aagacctgct 

gaaagctgcc 

ctcctgcgct 

ctcatcacag 

catgccaggt 

gtttgcctgc 

gcctatctgc 

ttctttgtcc 

gtcatcgata 

gacacactgg 

agcagcacct 

gggagggtgg 

cgtaccaaaa 

gaagtggcca 

ctgcatgacc 

actcacccag 

gtttcctgct 

tggagtgggc 

ggattcttca 

tattttagta 

aaaaa 



cgctccgggg 
cgcccccact 
cctccctcat 
gcatatggac 
ggtcctacaa 
gcaccctgga 
tcttcagcct 
acgggcagct 
gctgcaccaa 
ctctgcacta 
actgtgctct 
gaagtgtgct 
atgagagttc 
tcctcatttt 
tggctgcact 
ccacccacct 
ctggcccggc 
acaatt ttga 
tcccatgccc 
tgcttcccca 
ccagcccttc 
gcaggaattg 
acgccttagc 
ctctgcccct 
ctttttttta 



aggccaggac 
tccccatcta 
gaccgcctgg 
tgtgtatgcc 
cgagtcctgc 
cgatgtcccc 
cattggcaac 
cctggagcag 
cgctgcgggc 
cgttggagct 
ctcctaccaa 
ggctgtcatc 
tcagctgcaa 
ctatggcacc 
gcagcctacc 
caactgtgcc 
ctccacagca 
gaaagtattc 
acctgtgcca 
ccccacggtg 
aggtgccttc 

ggggctggga 
ctacggaaag 
cacttccttt 
tattaaaaga 



agctgatggt 
cctcttgtcc 
atcctcctgc 
atggctgtga 
cctcctgacc 
ctcatcagca 
atgggtgctt 
agtcggcact 
ctcttggtgg 
ggcgtggcct 
ggggccaccg 
gcctttatca 
catggggcag 
ttcagctacg 
cctggccggg 
cccgagagca 
ccccacccca 
tgttgggatc 
tggaggagtg 
tcgttttgtt 
tactcccagt 
acagcagagg 
gcccatttct 
agggcaaata 
attctaattt 



tgtggcagaa 
tccccccaac 
ctgtcagcct 
tgaaccacca 
ctgctgagca 
agtgtggctc 
tcatggtggc 
cttgggttaa 
ttggcaactt 
tccctgcggg 
ccccgctgga 
ccctggtcct 
ccctgtgtga 
agtttggggc 
cctgcaagtc 
tcgctatgat 
tatcttcttt 
tgggcttcct 
ggccctgcca 
tttaaaggtc 
gccaaagcca 
ggatagaagt 
gggcccactg 
acacagcaga 
gcaaaaaaaa 



acatctcaag 
accaccacca 
gtcagcgttc 
tgtatgccct 
agggggtccc 
ctatccccca 
cctgatctgc 
caccacggca 
tcaggtggat 
gctgctcttt 
cctggctgtg 
cagtggagtc 
gtgggtgtgt 
agtctcctca 
ctccgggagc 
ctaaggtctg 
ccatttattt 
cacttctgga 
gctgccacag 
acctgtcctc 
gaccactggg 
ctggtggagg 
agctgcactg 
accacgtggg 
gaaaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
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1440 
1500 
1505 



<210> 51 

<211> 2744 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1989585CB1 



<400> 51 

gcacagtgag 

gagagggcta 

tgacctggta 

caatgttcgg 

atttagcact 

aaatgcagct 

tgtttgaatg 

tattcagttt 

tcatgtatgg 

tttatccatg 

tattttggaa 

cacctatcat 

gttcctatct 

caaaagtgaa 

attgatgaat 

ataaggaaat 

tgactt tctg 

ttagctcatg 

aacagagatg 

ttaacagt tt 

gtgaattata 

ccccatatcc 

tgtattaatc 



cggacgcctg 
ctggggcccc 
catcgccgag 
tgcaattcag 
cacagtggta 
attggatgaa 
tttcaagatc 
aatagtaacc 
aatgttggtc 
gcttagagga 
tatagataac 
aggtattacc 
tcacatcctt 
gtttctcttt 
cattccacca 
ccttaaagat 
actaatgctg 
gctttatctt 
atgtgtgtgt 
gtgctggtta 
cctttcttaa 
agatagttag 
tcatggatgg 



ggcggcggcg 
acgacctcca 
ttctggaata 
agtgttagag 
ggaatgggat 
ctcccaatga 
aagaactcag 
acagtttacc 
tttacattag 
ctgggttata 
atattttgtg 
acacaatttc 
ttcagtttgt 
ggaatctggc 
agaaaacaaa 
ctacaagttc 
ccacccacac 
atttgtcccc 
atgcctcaaa 
taagaaatta 
tatttgatta 
ctgtgagcca 
ttctcaaagg 



gcggcggcgt 
cgctggactg 
cagtgagtaa 
acggtctgga 
cctggtgctt 
tatacagctg 
taaactacca 
ttaaggtaaa 
tacttcgatc 
catcattggg 
agtcactgag 
atgcatggtg 
atacaagaac 
cagtgatcct 
caagcaccta 
aaatatgtca 
agagaataag 
ctcctccttt 
tgcagaaaca 
accttctttt 
aataatgcag 
gcactcagct 
taaaaaaaga 



gatggctccg 
gtgcgaggag 
cctgatcatg 
aaaacggtac 
ccacatgact 
ttgcatattt 
tctgcttttt 
agagccaata 
tatttatatt 
tatattttta 
gaactttcga 
gcatatttta 
actttacctg 
gtttgagcct 
ccatagacct 
tgaccatcac 
gagtagggcc 
cacgctccag 
gttgggcttt 
ctttttgcca 
tcagctaaga 
gtgtcagatt 
gagagaaaga 



gccgcggacc 
aactactccg 
at ta tacctc 
attgcttctt 
ctgaaatatg 
gtgtactgca 
accttagttc 
t tccatcagg 
gttacatggg 
ttgggatttt 
aagaaggtac 
actggccttg 
agatataggc 
ctcaggaagc 
ggcagaataa 
agcagaggag 
tgctgggtgt 
tttataaaga 
tcttaacagg 
agggttgcat 
gccaacaaaa 
tgattaatat 
gagagagcta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
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gctgtgggat 
caagctcaga 
ctatggccac 
ggacatgtat 
gttgtcactg 
tcctcctcac 
attatgcagt 
attaactaaa 
ccttaatttt 
aaaaattagg 
ttgcatttga 
aaaaatctga 
gcatttttat 
acatgatgac 
tttct tatgc 
tttgtacaaa 
tt ttaaccaa 
attagactga 
cat taagaga 
gcccataaga 
tgcagttacc 
ataat ttaat 
ttaagggcta 



tctgtgtagt 
cctgccccca 
agccaaccag 
agaatgctgc 
tttctacggc 
ataacttatt 
attttccagt 
gctaaaatta 
ctgaaggaaa 
gtgctaaaaa 
atgtataaca 
tttgacccct 
gacttttttt 
gtgactcagg 
aaagatggta 
tttaaaacca 
gtatccaagg 
ttcttccacc 
actttgattc 
ctatacttga 
tgggctatcg 
acttttcagt 
tcggacatgg 



tcttcactat 
gttcagtact 
aatgagtggg 
accttcagcc 
tagacaaata 
tgaagttgtc 
tctcagagag 
tcagaatcct 
tagatgtaag 
aatgacagtg 
aattgcatca 
ctgctcatgt 
gctttatata 
attaaatcct 
aaacactgtt 
aaaactattc 
atgtcaactt 
tacttttatg 
tgccttaaga 
ttttggcccc 
ggcgtgatac 
tagatatacc 
ccatgccgt t 



<210> 52 

<211> 1679 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2134729CB1 



<400> 52 

tgactttggg 

agcaccgaat 

gaaactaaaa 

attggtgtat 

acaagatgag 

aaaatccagc 

agatcattca 

ttcttcctca 

gagtcaccag 

tgctccacct 

acagatgtat 

atcaaatgtc 

tggagaagaa 

gaatgttcaa 

ctggctagac 

ctattcttct 

ccaagctgga 

tgccgaagtt 

tcttatggat 

aattcaaagg 

actaatacca 

aggagggtct 

actttctttt 

aatattttaa 

tcctaacaga 

gtagtatacc 

ccgggcgcca 



ggcaccatgg 
cagaaataca 
acgcatctat 
tcgggcagac 
tatcatatgg 
accaatagag 
ggatcaacaa 
gaaggattga 
tttccatatg 
ggattcccag 
gctcatcagt 
aacccaaccc 
cccccaccag 
atgaatgcac 
tggatgtaca 
tttagtcggt 
tggtttcctt 
aacaatgatg 
gatgggcttg 
cctggattaa 
gaggggcctc 
gacttcagga 
gatcatcatg 
gcacgaatgg 
acatagcgta 
aggacagacc 
tggctcacgt 



accaaagtgg 
gtgaccagac 
ctaacgttta 
tgcttcccga 
ttcatctagt 
aaagtcatga 
ctccatcatc 
ggcagcgtac 
taatgcaagg 
tgtatcccgc 
attatatgca 
agcctactac 
ctccaaacct 
agggaggtcc 
cgttctcacg 
ttatcatggt 
ttaggcaaga 
ggcaaaatgc 
aagatgagag 
tggcttcagc 
cccaggttgc 
aagtggttta 
tacagaggtg 
actactaaat 
acaatattgg 
tattttcatg 
ctgtaatccc 



ctgttccagg 
tgaccacatc 
tcatcttata 
agctctgctc 
tgactggtgg 
agggaatgtc 
gtcatggttg 
atttacataa 
tttctgctac 
aaatctcatc 
cttttcacaa 
ttcatcatat 
aattattgta 
gagctacagt 
gtcatttttt 
tgttgttttt 
gacatccttc 
aacctccagg 
gggtataaaa 
aaggattctg 
attttttaat 
tctgcat taa 
aaacatggga 



gctagtcgga 
ccaggattta 
acctttctga 
tgatctttgc 
tctagactac 
attacactct 
tgcccaggga 
agcatat taa 
ttgaaaccta 
gtaaggcagc 
acttaacacc 
ttgtagctct 
aaatccagat 
ttcaaaagga 
ccagtat tea 
cttcacctac 
ccttagcatg 
aagaaaaaca 
ctaaaccatt 
acttctggct 
tcattttgtt 
gaggtt tata 
agac 



ggatcataag 
tggtgtctgt 
agctccatga 
agatctttaa 
ccatagttca 
gatttttaaa 
agtgtgttgc 
aatatctget 
cagaaccgac 
tagttctaat 
tgcctggagt 
gcatcattta 
tgtttttacc 
aaatcatttt 
ataagtagee 
tagecttagt 
ccaacaagcc 
ettgecaaaa 
tgaaggcaca 
acatttcacc 
ttccaccatt 
cagtgtaagg 



gatggagatt 
tattagctgc 
ccctagcaaa 
teatctgeag 
atgtacttct 
agcattggca 
tggtcaagaa 
ccttccacaa 
aaatgtagac 
gtttagecca 
gtatcaagct 
ttcacagcct 
agtggcccaa 
agtactaaat 
agetgegatt 
aatgggagcc 
aggaggtcat 
aaacaacttg 
tggagaagat 
ttggtctttc 
caattgacct 
aataacagtg 
ttttttttct 
atctgagttt 
tcttccaggt 
tcttatttct 
agcactttgg 



cctgtgaccc 
ttcttgaact 
ccat tgacga 
ctgaaagaca 
cggactcctc 
tccagcagca 
acct tgtctt 
gcacaaactg 
aaccaatttc 
ctgcagatgc 
gcagtttcag 
ctaaatttgg 
gaaaatcgac 
gaagaagact 
ctccttagca 
atgctactgg 
cagcaggctc 
gaacttgaag 

gg&ggtgaag 
atcaccacct 
gaaaaactgt 
caat ttcaaa 
ttaggcttct 
tttttttttt 
gttactcatt 
ttaaagagct 
taggctgagg 



tcatcattaa 
ggaccgtggg 
aggatcagag 
ttctcagaaa 
ccagttctcc 
attctagttc 
tagctgtggg 
accaagcaca 
ctgggcaagc 
tatggtggca 
ctcaggccac 
cacatgttcc 
ccatgaatga 
tcaatcgaga 
ttgtatactt 
tttatttaca 
ccaacaataa 
aaatggagcg 
atgccagtgc 
tctttacttc 
gccagctaca 
aaaatttata 
catgeatatg 
tttttaaaga 
tcaattatgt 
gcttcattgg 

tgggtagatc 
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acctgaggtc aggagtttga gaccagcctg gccaacgtga tgaaattcca tctctacta 1679 

<210> 53 

<211> 1625 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: 2299506CB1 



<400> 53 

gcgctcccca 

tcaggagcgt 

cctgtcccca 

agggtgtgat 

ttggtcatgg 

aagatatctt 

actgtattat 

ggaccaaaca 

caattaatat 

ttgataagta 

tcattgaaaa 

gccacactat 

gtgtagaatc 

agggagggat 

ctggagtatt 

ctgttgggct 

gttgttcaga 

tgtatggggt 

tacctccaaa 

gtataggacg 

tttctttttc 

atttttaaat 

agaagtgttt 

aat tctaaat 

aattttaaca 

tgat taaagt 

aagcctcccc 

taatt 



cctttagcga 
aacggagtgg 
agccgttcta 
gcttggaagc 
aaatagaatg 
gaaaatt tea 
ccttgtaaaa 
ctgtgacaaa 
ggacacaaat 
tagagaccaa 
cctaaagtat 
aaaatctgga 
aatgaaaaga 
gatttggaag 
tgcagaaaat 
ttctattaaa 
tatggctgtt 
ataccgcctt 
tggttctgac 
tgtgttgtca 
ttttctaatt 
gagggtggtt 
taagaataat 
tatgaacatt 
ggtctttagc 
aaaactttta 
aagttccaat 



gaccaacgag 
tgcgccaacg 
gaegegggaa 
attttctgtg 
caccaccatg 
gaggatgagc 
cccaaagatg 
gcagagttct 
gacatgtggt 
tacaactggt 
tttttgttaa 
gaccttgaat 
cttaacagcc 
atatctgaag 
gcagaagatg 
gaggcaatga 
acttttaatg 
agggcatttg 
aatgactgag 
ttatttgtag 
tggtggcact 
tttttcttta 
aattttgcaa 
agaaatctgt 
gttctaagat 
gctgtgtgtt 
ggatttgect 



agaacaccgc 
tgagaggaaa 
aaatgettte 
ctttgatcac 
agcatcatca 
gcatggagct 
tgagtctttg 
tcagttctga 
taatgatgag 
tcttccttgc 
aaaaggatcc 
atgtgggtat 
ttctcaatat 
ataaacagct 
ctgatggaaa 
cttatcaccc 
gactgactcc 
ggcatatttt 
aagtggtaga 
tagtaactac 
ggtataacca 
aaacacatga 
ataaactatt 
ggggcacata 
atgcaaatga 
ccctttactt 
tctcaaaatg 



ctgeagctag 
cccgtgcgcg 
tgaaagcagc 
tatgetagga 
cctacaagct 
cagtaagagc 
ggctgcagta 
aaatgttaaa 
aaaagcttac 
acgccccact 
atcacagcct 
ggaaggagga 
cccagaaaag 
agcagtttgc 
agatgtattt 
caaccaggta 
aaatcagatg 
caatgatgea 
aaagcgtgaa 
atatccaata 
cacattaaag 
acattgtaaa 
aataaatatt 
tttttgctga 
tatctctagt 
ctaatactga 
tacaactaag 



aacagectgg 
getgegcttt 
tcctttttga 
cacattagga 
cctaacaaag 
tttcgagtat 
aaggagactt 
gtgtttgagt 
aaatacgect 
aegtttgeta 
ttctatctag 
attgtcttaa 
tgtcctgaac 
ctgaaatatg 
aataccaaat 
gtagaaggct 
catgtgatga 
ttggttttct 
tatgatcttt 
cagctgtatg 
tcagtagtac 
tgtgttggaa 
atatgtgata 
ttggttaaaa 
tgtgaatttg 
tttatgttct 
caactaaaga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260. 
1320 
1380 
1440 
1500 
1560 
1620 
1625 



<210> 54 

<211> 1212 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2506558CB1 



<400> 54 

actggtcaag 

ggagactgga 

tgetgagtea 

tggtaaaatc 

tttcctgaac 

cttacatgaa 

actcagattc 

gttgattagt 

acaggtgctg 

actcactcgg 



ttcaagtcac 
cttaggaatg 
acagctcttt 
aatcagcttc 
catcaggagg 
ttttcaaaag 
gttgatgact 
ettgeagaag 
agctgtgagg 
caagccgtca 



acaggtttgc 
ttt ttgecac 
ataccacctt 
ctcttttcct 
gtccccgcat 
aaacaactaa 
gtctgetate 
gctatagttc 
agagcatcag 
gattagaaga 



tgactgcgcc 
acttaacaga 
tgatcaaata 
tggagagect 
aagagatcat 
teagttgett 
agtttttaag 
tegctgtcat 
ggtttgggct 
taattctgaa 



atattgttgc 
tgtccaaaaa 
ttggcaaaac 
gctatggaat 
ttaagccacg 
gcattttc tc 
gaaaaatcag 
ccggtttttc 
ctgctgcctt 
acaaatgect 



tgacacaact 
gactcctgac 
acttgaatga 
ttctctggga 
gggagatcaa 
ttgtactgct 
cegtagaatt 
agcttaaaaa 
tccccgaaga 
gccactcttt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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gattacaaaa 
ggacttggat 
acctgttccc 
cattggcgaa 
caggcagtgg 
gagtagtatc 
gttggtcaac 
gtttgtaaag 
gaacaagtgg 
tagtgagaag 
atgaaaaaaa 



atgacggatg 
cgtcttccta 
accctgttct 
cagtgccgcc 
gtggaaagga 
agactactgt 
attcatgctg 
tcgatct tgc 
aatgaaacta 
aaacaaatgt 
aa 



agctgtatca 
ctgagacgtg 
gccccaggat 
gtgtgtccag 
cgctgcggtc 
cccctgtgct 
tttgtgggaa 
agtacacgga 
tcaatcttac 
taatacattt 



ccatatgcct 
gccccagctt 
tgtgctggaa 
ccaggtcacc 
tcgccagcgg 
cagcctgata 
gaatgcgcat 
gaacctggtg 
acatacagct 
agccaagaaa 



gagaatcgtt 
ctccgtgagc 
gtgctggttg 
gttgcctcag 
cagaactacc 
ctgttactca 
gagtatcagc 
gcttacacca 
ttgttgaaaa 
tccacaagta 



gtgtgttaaa 
tctgcagcac 
tgctccgaag 
agctgagaca 
tgcgtatgtg 
ttgcgctgga 
agtacctaaa 
gttacgaaaa 
tgtggacttt 
aagtactctt 



<210> 55 

<211> 1465 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„f eature 

<223> Incyte ID No; 2546025CB1 



<400> 55 

cctttccagt 

caagtctcaa 

atgttaatca 

ttcgcttcat 

tgggactaag 

tttccccatg 

agtgctatca 

gaccctcaag 

tggcaggact 

ttcccatatt 

ggatcagatg 

tagctagcag 

ttagtgaagc 

ttctcttacc 

ccactttttc 

agagacctgg 

gctgctgccc 

gtgtgacaag 

gtgtgtgatc 

gttaaaagtt 

tacacctttt 

cagattgttc 

aaaatccctg 

gaataatata 

taaaaatccc 



ggacctgggc 
agtcgccaca 
gaactacctg 
ccagaagttt 
aaccagcaga 
tccaaggcct 
tacatccccc 
caccatcact 
aatccccttc 
agcttttact 
gggttttgct 
tgcagctcct 
catagtcaca 
acattatccc 
at t tataatc 
tcaagtataa 
cgtctgggaa 
cgcctctgcc 
ttttctgtct 
ttaaaaatat 
tctacttctg 
ttcatttcta 
acaagtactt 
gttatccact 
aaaaaaaaaa 



tgttgttgcg 
gaaacatgcc 
gcatct tcct 
tctcaagcat 
acagatatac 
tggctttcct 
tgcagcttta 
tacctaactg 
gttgctccac 
cagatggctt 
ctaccagaag 
cttttctttt 
gtaataatgg 
aactggttta 
actttagtag 
aaaatataaa 
gtgaggagcg 
cggccgctgt 
tccccaagtt 
atatatataa 
tttggctttt 
gaaattgtta 
ttcatctcat 
taaacatttc 
aaaaa 



gttgttttcc 
cctgattcag 
gaacaagact 
ct tcaaagat 
tttctctcaa 
catcatttcc 
aaaagcagca 
acagcccaaa 
cactggtcat 
atggagccag 
gtagtccagc 
catggtttgc 
gtatgggagt 
aagccctgag 
t taaaagtag 
agtctgggaa 
cctctgcctg 
gcaaccttcc 
tgcattttcg 
atacactgta 
t t tccccaca 
cttcatggta 
agtatattag 
aatattttaa 



ttctctccgt 
tgcctctgct 
ttcaataggg 
actgaagtac 
gatgtctctc 
agcgtatatg 
gaagcaagca 
gccagcatta 
gctgatgaca 
tttcctatct 
caaaccagac 
cttccttatt 
agcattccac 
gatagtagtc 
ttttccagaa 
gtgaggagca 
gccgcctgac 
acgtgtgaag 
acattaaagt 
gataacattt 
ccaatggtaa 
attacttgag 
ttttcactca 
ccatcttgaa 



gcaacgctgg 
tagctgtaac 
gccagtatgc 
tctttcccag 
cagcaaaact 
agcaagacac 
cttctagcca 
tgtgtaactc 
aaaacttata 
ttcttgggtg 
taccttaatt 
tctgaaagac 
cttgaacttt 
actttat tgg 
aaaggacata 
cctctgccca 
catctgggaa 
tgacagcctt 
ttacttttta 
gtatgccagc 
tt tatcttca 
caaaagcttg 
gtcattttat 
aattaaagat 



660 

■720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1212 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1465 



<210> 56 

<211> 1170 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„f eature 

<223> Incyte ID No: 3145660CB1 

<400> 56 

ctctcataca gaagctagct gcttgttttt tcactttatc tattatcgga tatttaattt 60 
tttacataat tcatcgtaat gctcatcgga agaataagcc gtgtactgat ttggaaagtg 120 
gagaggaaaa gaaaaatatt atcaataccc ctgtgtcttc attagaaata cttttacaat 180 
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ctttctgcaa 
tcatgaagga 
tggttttggg 
aaacagacga 
caagtacatt 
agacagggta 
tatgtcaggt 
gaccttatca 
ttactttagc 
attttggctt 
ctcagggtgc 
aagggaatgt 
gaatgctgtt 
agggtgaacc 
ctttcctggg 
accatttaag 
tcctccctta 



acttggcctg 
aaacaaattt 
agtattttat 
atggaaaggc 
tttgcctgta 
tgggcatttc 
tttatttcgt 
at tctattac 
actatggcca 
actgttgaaa 
atttgagaag 
atatgaatgg 
tgcttttatt 
tcttttttca 
taagttttga 
ataatggaaa 
tttttccctt 



attatggcat 
tatacacatt 
aatgaaaata 
tggatgcaac 
tacatgcaca 
tcatactttt 
ctcaatttcc 
tttgtcccct 
caaataatcc 
ctaggctttt 
atcttttctc 
tggttcagat 
tatctggctt 
aacaaaat tt 
aaacctttcc 
atataaatcc 
ttaataattt 



atttctatat 
catctttctt 
ctaaagagac 
ttgtgatttt 
ttcgagttct 
ggataaaagg 
tggtagtggt 
tggtcactgt 
aaaaaaaagc 
tgctgttatt 
tttggccatt 

ggaggttaga 

tgcagaagcg 
caaattttct 
caaattctaa 
aattattttt 



gtgtgaccgt 
tattccaatt 
taaagtatta 
gatttatcac 
ggttgctgca 
agattttgga 
gttatgtata 
atggttcatg 
aaacggaaat 
catatgtttt 
gtccaagtgt 
ccgttatgta 
tcaaatactt 
gttggttatt 
aatgggtatg 
taataat taa 



gcaaatctgt 
atctacattt 
aatagagaac 
atttctggag 
tatttatttc 
atctatagag 
gtaatggatc 
gtcatatatg 
tgtttctggc 
ttggcatatt 
tttgaactga 
gttttccacg 
tctgaaggaa 
tcagtagt tt 
ggaatattta 
atcctttttt 



240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1170 



<210> 57 

<211> 1421 

<212> DNA 

<2 1 3 > Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 4901066CB1 



<400> 57 

gaaccaggaa 

ctctgtcggt 

gaggtgcagg 

ccaaggacgc 

cgtgcagcac 

cccagccccg 

tggctctagc 

tttggttggt 

tcagtgcaga 

cagcgcgcgt 

tcacagggac 

ggcgtctgaa 

acccagtgct 

agtaccacct 

tcctctccaa 

ccaccggagc 

tctgcccgct 

tcacgctggc 

atgttcggcc 

agagaggggg 

acttaaaatg 

tgggacatcg 

gggcactgag 

tggggcgatc 



agtaacggct 
accaacccca 
actcagactt 
gctctcccgc 
tcggccggcg 
gcatgccgca 
agcaagcttc 
gagagttctt 
atggttcgtg 
tacagcccgt 
cccagtgcat 
agagaattac 
ctacctggcg 
ggcgggacac 
cgtgctgctc 
cttcgcgctc 
ccgcctaggc 
aaccggcgtc 
cagcgctctt 
ctcacctctt 
tatcaccact 
caggccggga 
cgctgctggc 
tgtaaataaa 



acagacagtg 
gagcgttgag 
caccagccca 
gtccaggcag 
tgcagcatga 
ggcttcagcg 
ctgctcatct 
ctcagtctgt 
ggtacagtga 
gtcggtctgc 
cagctgaacg 
gccgcggagt 
gagaagttca 
tacgcctcgg 
tccacgccgg 
ttcggggtct 
tcctccgcgc 
ctgtgcctct 
cgcacccttc 
atcctcggcg 
aacctgtgag 
agcagtgccc 
gcgaggcctc 
cctttttttc 



agaaatagtt 
agcagcccac 
ctcggtccca 
ccccagcttg 
ccctgtggaa 
ttccactgct 
tgccggggat 
tcataggcgc 
acaccaacac 
tcgtgggcct 
agaccattga 
acgcgaacgc 
caccgagtag 
ccacgctatg 
ccccgctcta 
tcgccttggc 
tcaccactca 
tcctcggagg 
tggaccaaag 
acccactgca 
ggggacccaa 
gccaggcctg 
ggacatccgc 
ttttgttttt 



tcgctcgccg 
ctccacgctt 
gccttgtacg 
ctggcttgcc 
cggcgtactg 
catcgttatt 
ccgtggccac 
agaaattgtg 
atcctacaaa 
ggagggcatt 
ctacaacgag 
actggagaag 
cccttgcggc 
ggtggcgttc 
cggaggcctg 
ctccatctct 
gtacggcgcc 
ggccgtggtg 
cgccaaggac 
caagcaggcc 
tctggactcc 
ggccaggaga 
aggcaccagg 
t 



gctagaaaaa 
ccttaacgga 
caaagagacg 
tgcccgcctg 
cctttttacc 
ctagtgtttt 
tcgcgctggt 
gctgtgcact 
gccttcagcg 
aatattacac 
cagttcacct 
gggctgccgg 
ctgtaccacc 
tgcttctggc 
gcactgctga 
agcgtgccgc 
gccttctggg 
agtctccagt 
tgcagccagg 
gctctcccag 
ttccccgcct 
gctccaggaa 
gaaagtctcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1421 



<210> 58 

<211> 2310 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 5031174CB1 
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<400> 58 

ccggccctag gtcccggcag cggtggtgac ggcggtgccg gaggttgtcc ttggcaggtt 6 0 
ttcctcggcg cttctccatg gaggaggcgg tgcgaacggc ttcagccccg aatgctcgca 120 
tctcccactg gacggcgacg aaggcggtgg ccgtgcgagc gcaggactgg gcggcctgtg 180 
tgggggtgtg agccgcggtg cccaaggctg cgccggcgag gggaagccgc gcggccggcc 240 
ggccgactag ggtttgaaga ctgcttcatt ctgcctctag taccagcggt ttctctgttc 300 
tgtgatcaat gtgattcaca ggaactcctt aagtaacaaa cgaaatgagc caggggcgtg 3 60 
gaaaatatga cttctatatt ggtctgggat tggctatgag ctccagcatt ttcattggag 420 
gaagtttcat tttgaaaaaa aagggcctcc ttcgacttgc caggaaaggc tctatgagag 480 
caggtcaagg tggccatgca tatcttaagg aatggttgtg gtgggctgga ctgctgtcaa 540 
tgggagctgg tgaggtggcc aacttcgctg cgtatgcgtt tgcaccagcc actctagtga 600 
ctccactagg agctctcagc gtgctagtaa gtgccattct ttcttcatac tttctcaatg 660 
aaagacttaa tcttcatggg aaaattgggt gtttgctaag tattctagga tctacagtta 720 
tggtcattca tgctccaaag gaagaggaga ttgagacttt aaatgaaatg tctcacaagc 780 
taggtgatcc aggttttgtg gtctttgcaa cccttgtggt cattgtggcc ttgatattaa 840 
tcttcgtggt gggtcctcgc catggacaga caaacattct tgtgtacata acaatctgct 900 
ctgtaatcgg cgcgttttca gtctcctgtg tgaagggcct gggcattgct atcaaggagc 960 
tgtttgcagg gaagcctgtg ctgcggcatc ccctggcttg gattctgctg ctgagcctca 1020 
tcgtctgtgt gagcacacag attaattacc taaatagggc cctggatata ttcaacactt 1080 
ccattgtgac tccaatatat tatgtattct ttacaacatc agttttaact tgttcagcta 1140 
ttctttttaa ggagtggcaa gatatgcctg ttgacgatgt cattggtact ttgagtggct 1200 
tctttacaat cattgtgggg atattcttgt tgcatgcctt taaagacgtc agctttagtc 1260 
tagcaagtct gcctgtgtct tttcgaaaag acgagaaagc aatgaatggc aatctctcta 1320 
atatgtatga agttcttaat aataatgaag aaagcttaac ctgtggaatc gaacaacaca 1380 
ctggtgaaaa tgtctcccga agaaatggaa atctgacagc tttttaagaa aggtgtaatt 1440 
aaaggttaat ctgtgattgt tatgaagtga atttgaatat catcagaatg tgtctgaaaa 1500 
aacattgtcc tcaaataatg ttctttaaag gcaatctttt taaagatttc actaatttgg 1560 
accaagaaat tacttttctt gtatttaaac aaacaatggt agctcactaa aatgacctca 1620 
gcacatgacg atttctatta acattttatt gttgtagaag tattttacat tttcatccct 1680 
tctccaaaag ccgaatgcac taatgacagt tttaagtcta tgaaaatgct ttattttttc 1740 
attggtgatg aaagtctgaa atgtgcattt gtcatcccca ctccatcaat ccctgaccat 1800 
gtaaggcttt tttattttaa aaaaacagag ttatcccaat acattatcct gtgatttacc 1860 
ttacctacaa aagtggctcc tgtttgtttg atgatgattg gttttatttt tgaaatattt 1920 
attaagggaa aactaagtta ctgaatgaag gaacctcttt cttacaaaac aaaaaaaagg 1980 
gcagaaatca ccccaaggaa cgatttctca ggttgagatg atcaccgtga atccggcttc 2040 
ctctgagcat tcgatggcct tagcacctca tcaagccagc acatcctgcc tgctgttgca 2100 
gcctggctgg gtttattctt cagttaccct aatcccatga tgcctggaac cttgattacc 2160 
gttttacatc agctcttgta cttttcagta tattttcata atgagttata ttgtcattta 2220 
gactttgaac agctctggga aatagaagac tagggttgtt tcttaaattt agctcatgtt 2280 
ataataaaaa gttgcaaatt aaaaaaaaaa 2310 
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